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RMEL1
Human-specific ORF

M T P vV A P A YV T T A L | G WE T D
272 AACAATTACAACTCACCCAGC TCACGGACGC TGAGTAACTGACCCCTGT TGCACCAGCCGTAACTACAGC TTTGAT TGGATGGGAGA - - CTG 361
272 AACAATTACAAC TCACCCAGC TCACGGATGC TAAGTAACTGACCCCTGT TCCACCAGCCATAACTACAGCTTTGAT TGGATGAGAGA - - CTG 361
268 AACAATTACAAC TCACCCAGC TCACGGACGC TGAGTAACTGACCCCTGT TCCACCAGCCATAACTATAGCTTTGATTGGATGAGAGA - - CTG 357
266 AACAATTGCAACTCACCCAGC TCACAGGCGC TGAGTAACTGACCCCTGTTCTGCCAGCCATAACTATAGCTTTGAT TGGATGAGAGAGACTG 357
194 AACAATTACAACTCACC TAGCTCACAGACGC TAAGTAACTGACCCCTGC TCCACCAGCCATAACTATAGCTTTGAT TGGATGAGAGA - - CTG 283

s s N F L L I R D HR P WT 68 6 W F A E S5 T F I R L HV L

352 ACTCCAGTAACTTTCTCCTGATAAGAGACCACCGGCCATGGACTGGTTCTGGCTGGT TTGCAGAAAGTACATTCATCCGCCTTCATGTCCTG 453
352 ACTCCAGTAACTTTCTCCTGATAAGAGACCACCGGCCATGGACTGGT TCTGGC TGGTTTGCAGAAAGTACATTCATCCGCCTTCATGTCCTG 453
358 ACTCCAGTAACTTTCTCCTGATAAGAGACCACCGGCCATGGACTGGT TCTGGC TGGTTTGCAGAAAGTACATTCATCTGCCTTCATGTCCTG 448
358 ACTCCAGTAACTTTCTCCTGATAAGAGACCA - - - GGACTGGTTCTGGCTGGT T TGCAGAAAGTACATTCATCTGCCTTCATGTCCTG 442
284 ACTCCAGTAACTTTTTCCTGATAAGAGACCACCAACCACAGACTGGT TCTGGCTGGT TTGCAGAAGGTACATTCATCTGCCTTCAAGTCCTG 375

454 KAAAGACCTTTTGAGCAGGCAGAAACTGTGCGTGTGT TCCCCGAGC AATTCCGEBACAAGEECATE TGEAACTTEGCACAGE TCAGE ACCAGGA 545
454 AAAAGACCTT T TGAGCAGGCAGAAACTGTGCGTGTGT TCCCCGAGC TATTCCGGACAAGGCCATC TGCAGC TTGCACAGC TCAGCCCCAGGA 545
450 AAAAGACCTT T TGAGCAGGCAGAAACTGTGTGTGTGT TCCCCGAGCAAT TCCGGACAAGGCCATC TGCAGC T TGCACAGE TCAGCCCCAGGA 541
443 AAAAGACCTTTTGA - TTCCGGACAAGGCCATCTGCAGC T TGCACAGC TCAGCCCCAGGA 500
375 AAAAGACGTTTTGAG. - GGCAGAACCTGTGC TTGTGTTCCC TGAGCAATTCOABACAATBOCATCTCEAGT I TGCACAGG TCAGEC T CAGGA 465

D E H M R P E K 5 W E E *

546 GGATGAGCACATGAGGCC TGAAAAATC T TGGGAAGAGTGATAGCGATGGTGT TTCCTCTCCAGGGATGACACCC TAAAGACCGGGCCCTGTG 637
546 GBATGAGCACATGAGGCC TGAAAAATC T TGGGAAGAGTGATAGCGATGGTGT TTCCTC TCCAGGGATGACACCC TAAAGAC TGGGCCCTGTG 637
542 GGATGAGCACATGAGGCC TGAAAAATC T TGAGAAGAGTGACAGTGATGGTGTTTCCTTTCCAGGGATGACACCC TAAAGAC TGGGCCCTGTG 633
501 GGATGAGCACACGAGGCC TGAAAACTCT TGGGAAXAGTGACAGTGATGGTGT TTCCTCTCCAGGGATGACACCCTAAAGAC TGGGC TCTGTG 592
466 GGATGAGCATATGAGGCC TGAGAAATCT TGGGAAGAGTGACAGTGATGGTGT TTCCTCTCCAGGGATGACCCCCTAAAGAC TGGACC TTGTG 557




Figure S4: A single base pair mutation creates a putative human lineage-specific ORF in RMEL1 gene. Multiple alignments, generated using ClustalW, of a portion of the expressed sequences of RMEL1 from five primate species. The alignment comprises a putative human-specific ORF and depicts the region in which the human sequence has c.45A>G substitution that creates a UGG codon for tryptophan in place of a UGA termination codon (pink box) present in the other primate sequences. The deduced amino acid sequence for human RMEL1 is shown in red, with the aa symbols aligned with the first position of the codon. 

