Table S3: Concordance of Gene expression1
	
	Dysregulated genes in psoriasis
(GAIN data set, HU133+ array, 54670 probes)

	
	All 
	Up
	Down

	Psoriasis
	1095
	308
	787

	Replicated in PPAR( - TG mice
	328 (30 %)
	106 (35 %)
	222 (28 %)


1 The data provided by the GAIN consortium, consisting of n = 32 paired lesional / non-lesional skin samples from n = 32 psoriasis patients, were analyzed and dysregulated transcripts identified by a combined set of filtering criteria applied to -fold change, and p-values, as detailed in the file: “analysis of gene dysregulation in psoriasis”.

