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Correction

Correction: Deep-Sequencing of the Peach Latent Mosaic cresex
Viroid Reveals New Aspects of Population Heterogeneity

The PLOS ONE Staff

Errors appear in Supplemental Figure 6 as well as the
Acknowledgements section.

Supplemental Figure 6 is incorrect. Please see the corrected
Supplemental Figure 6 here.
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Figure S6. Types of mutations. Graphs showing the number of occurrences of the different types of mutations, as well as their respective
positions on the viroid’s genome for both libraries. The grey boxes cover the regions bound by the primers from which no genetic data is available.
doi:10.1371/journal.pone.0087297.g00S6

Please see the corrected author Acknowledgements section here.
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