	Bacterial Strain
	Relevant Genotype
	Expression Plasmid
	Reference

	S. flexneri
	Spa47 null
	None
	1

	S. flexneri
	Spa47 
	pWPsf4
	2

	S. flexneri
	Spa47K165A
	pWPsf4
	2

	S. flexneri
	Spa47E188A
	pWPsf4
	3

	S. flexneri
	Spa47R350A
	pWPsf4
	3

	S. flexneri
	Spa47E188A/R350A
	pWPsf4
	This study

	S. flexneri
	Spa47Δ1-79
	pWPsf4
	3

	S. flexneri
	GFP-Spa47
	pWPsf4
	This study

	S. flexneri
	Spa47/Spa47
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/Spa47K165A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/Spa47E188A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/Spa47R350A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/Spa47E188A/R350A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/Spa47Δ1-79
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/GFP-Spa47
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/GFP-Spa47K165A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/GFP-Spa47E188A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/GFP-Spa47R350A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/GFP-Spa47E188A/R350A
	Polycistronic pWPsf4
	This study

	S. flexneri
	Spa47/GFP-Spa47Δ1-79
	Polycistronic pWPsf4
	This study

	E. coli Tuner(DE3)
	WT Spa47
	pTYB21
	2

	E. coli Tuner(DE3)
	Spa47K165A
	pTYB21
	2

	E. coli Tuner(DE3)
	Spa47E188A
	pTYB21
	3

	E. coli Tuner(DE3)
	Spa47R350A
	pTYB21
	3

	E. coli Tuner(DE3)
	Spa47E188A/R350A
	pTYB21
	This study

	E. coli Tuner(DE3)
	Spa47Δ1-79
	pTYB21
	3


Supplementary Table S2. Strains and plasmids used in this study.
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