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Abstract

DNA-functionalized hydrogels are capable of sensing oligonucleotides, proteins, and small

molecules, and specific DNA sequences sensed in the hydrogels’ environment can induce

changes in these hydrogels’ shape and fluorescence. Fabricating DNA-functionalized

hydrogel architectures with multiple domains could make it possible to sense multiple mole-

cules and undergo more complicated macroscopic changes, such as changing fluorescence

or changing the shapes of regions of the hydrogel architecture. However, automatically fab-

ricating multi-domain DNA-functionalized hydrogel architectures, capable of enabling the

construction of hydrogel architectures with tens to hundreds of different domains, presents

a significant challenge. We describe a platform for fabricating multi-domain DNA-functiona-

lized hydrogels automatically at the micron scale, where reaction and diffusion processes

can be coupled to program material behavior. Using this platform, the hydrogels’ material

properties, such as shape and fluorescence, can be programmed, and the fabricated hydro-

gels can sense their environment. DNA-functionalized hydrogel architectures with domain

sizes as small as 10 microns and with up to 4 different types of domains can be automati-

cally fabricated using ink volumes as low as 50 μL. We also demonstrate that hydrogels fab-

ricated using this platform exhibit responses similar to those of DNA-functionalized

hydrogels fabricated using other methods by demonstrating that DNA sequences can

hybridize within them and that they can undergo DNA sequence-induced shape change.

Introduction

DNA is a versatile tool for performing chemical information processing and storage, and for

executing temporal and spatial chemical programs [1, 2]. DNA can be used to write molecular

programs, i.e., sets of reaction networks that together process chemical information, such as

the concentrations or types of chemicals present in a solution. Molecular programs can have

multiple inputs and outputs [3]. Molecular programs can also be localized, i.e., specific
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molecules can be anchored in place and interact with diffusing molecules to produce spatio-

temporal molecular programs. Spatiotemporal molecular programs can sequentially release

DNA at prescribed times and locations, and they can generate stable chemical gradients within

a microfluidic chamber [4–6]. The DNA molecules that specify a spatiotemporal program can

be conjugated to substrates such as hydrogels, surfaces, colloids, cell surfaces, or proteino-

somes [3, 7–11]. In such systems, spatiotemporal molecular programs can swell materials,

cause them to assemble into 2 and 3-dimensional shapes, or alter their fluorescence or porosity

[3, 12–14]. For example, the DNA attached to DNA-functionalized colloids can direct how

these colloids self-assemble into specific nanostructures [11, 15] and DNA-embedded protei-

nosomes can communicate with their neighbors [9]. Genes can be expressed locally on DNA-

functionalized surfaces [16] and DNA-embedded hydrogels can transform input patterns of

light into spatial patterns of DNA species [17].

DNA within DNA-functionalized hydrogels can react with free DNA, induce programma-

ble shape change, and can be transcribed and translated for cell-free protein synthesis [14, 18–

20]. DNA-functionalized hydrogels can likewise act as sensors and transducers to enable the

translation of sensory information in the environment to a change in the hydrogel [21]. For

example, a DNA-functionalized hydrogel-based sensor can simultaneously detect and remove

mercury from water [22] and sensors for DNA-based hydrogels exist for inputs such as

miRNA, pH, ATP, temperature, as well as various other stimuli [23]. Multidomain hydrogel

architectures can likewise be used to create shape-changing materials with multi-stimulus con-

trol, or as sensors capable of integrating multiple stimuli [21, 24]. Here we sought to develop a

platform for automatically fabricating multi-domain DNA-functionalized hydrogels with low

reagent volumes (100 μL) and high resolutions (down to 10 μm). This platform would enable

the fabrication of hydrogels that could compartmentalize DNA within a larger architecture,

leading to greater functionality for these hydrogel architectures as shape-changing materials or

sensors.

Many different methods for fabricating multi-domain hydrogels have been developed [25].

Extrusion-based hydrogel printing has been used to print 3D multi-domain hydrogels down

to 100s of microns [26]. For higher resolutions (10s of microns), light-based methods for fabri-

cating hydrogels are generally used. One light-based method for fabricating hydrogels involves

digital light processing (DLP), where a digital micromirror device is used to direct light to

photopolymerize hydrogels at different locations. Hydrogels fabricated with DLP can have res-

olutions down to 7 microns [27]. However, scaling the number of inks within DLP systems

remains challenging, as the hydrogels are generally fabricated from within an open vat, and

exchanges of inks within a vat are difficult. There exist a few examples in literature where vat

exchange enables the automated patterning of multi-domain 3D hydrogels [28, 29]. However,

to scale this method towards 10s or even 100s of inks, having a vat for each ink would be costly

and impractical. Another example is to exchange inks within a closed vat using a flow control-

ler [30]. This method, however, requires milliliters of each ink. We aim to adapt high-resolu-

tion DLP-based photopatterning towards a hydrogel fabrication platform that has a scalable

number of inks while keeping ink volumes down to 100s of microliters.

Here we develop a platform termed Multi-domain, Automated Photopatterning of DNA-

functionalized Hydrogels (MAPDH) which enables the automatic fabrication of multi-domain

DNA-functionalized hydrogels within a microfluidic chamber using low ink volumes (down

to 100 μL) with an integrated Python script. We characterize the reproducibility of fabricating

DNA-functionalized hydrogels between each patterning round (injecting new ink) by measur-

ing average fluorescence and hydrogel length. We then demonstrate the ability to fabricate a

four-color pixel-art image by photopatterning four different DNA-functionalized hydrogels in

specified locations (i.e., pixels) extracted from the image. To test whether DNA anchored
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within fabricated hydrogels can react with free DNA, we fabricate another four-domain hydro-

gel architecture, where two of the four DNA-functionalized hydrogels, anchored with fluores-

cent DNA, can hybridize with a quencher-modified DNA strand that is flowed in after

patterning. Finally, we program domain-specific hydrogel swelling in fabricated DNA-functio-

nalized hydrogels by adapting recipes for DNA-crosslinked hydrogels from Shi et al. [18] that

can undergo addressable swelling based on the DNA hairpins added to the solution surround-

ing the hydrogel. In summary, we demonstrate a hydrogel fabrication platform that can fabri-

cate multi-domain DNA-functionalized hydrogel architectures capable of addressable

hybridization and DNA-induced swelling.

Materials and methods

A detailed protocol for MAPDH is published on protocols.io, https://dx.doi.org/10.17504/

protocols.io.j8nlkw2ywl5r/v1 and is in printable form S1 File.

MAPDH code

The Python script for Micro-Manager, available at https://github.com/MishaRubanov/

MAPDH/, operates MAPDH. Micro-Manager controls a digital micromirror device (DMD), a

UV LED source for photopatterning, and an XY stage for precise positioning during pattern-

ing. It also manages electronic valves for fluid flow control. The Python code is utilized to spec-

ify the sequence and duration of ink flow, as well as to define the UV exposure time, intensity,

shape, size, and position of the patterned hydrogels. The microcontroller board, though ini-

tially mentioned, primarily serves to control the flow of solutions through the device, while the

camera and the fluorescent LED, previously listed, are not directly relevant to the patterning

process. In the results section, it is emphasized that Python script interfaces with essential

MAPDH hardware, including the DMD, UV LED, microscope XY stage, and a custom-built

pneumatic flow controller.

DNA sequences and preparation

The DNA sequences used are listed in Section 34 in S1 File. All oligonucleotides were pur-

chased from Integrated DNA Technologies, Inc. (IDT). All fluorophore-modified DNA

strands were synthesized and purified under RNase-free conditions by high-performance liq-

uid chromatography (HPLC) by IDT. All other DNA strands were prepared by standard

desalting. The DNA crosslink strands were modified with an acrydite moiety for co-polymeri-

zation with the hydrogel.

Hydrogel ink solution preparation

All hydrogels were prepared in conical vials (Fisher; 3431ANK) with a final volume of 100–

200 μL. The base formula for these hydrogels was 10 v/v% poly(ethylene glycol) diacrylate

(PEGDA) with 575 (Sigma-Aldrich; 437441) or 10K (MilliporeSigma; 729094) molecular

weight (MW), 1 w/v% Lithium phenyl-2,4,6-trimethylbenzoylphosphinate (LAP; Allevi), and a

1X Tris-acetate EDTA buffer solution (Sigma-Aldrich; 1.06174) with 12.5 mM Mg2+ (1X

TAEM). The specific concentrations of the fluorophore-modified DNA strands and crosslinks

in each of the ink solutions are described in the Sections 6, 10, 14, 16, 21, 23, 25, 29 in S1 File.

Sacrificial layer removal

We used 1 M of sodium chloride (NaCl; Fisher Chemical; 7647-14-5) solution to dissolve the

sacrificial layer by converting the poly(acrylic acid) (PAA) into its water-soluble form via Na
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+ ion exchange (Section 21 in S1 File). After 1 hour, we replaced the waste receptacle with a

1.7 mL microcentrifuge tube (VMR; 87003–294) to collect the hydrogels during the next wash

step. We then washed with 1 mL of 1X TAEM solution to convectively remove detached

hydrogels and collect them in the microcentrifuge tube.

Single-domain DNA-crosslinked hydrogel swelling

The protocol for single-domain hydrogel swelling is described in the Section 26 in S1 File. Sys-

tem 1 DNA swelling signals (S1_H1 and S1_H2) were first diluted to 100 μM and then heated

to 95˚C to completely denature the single-stranded DNA and prevent undesired secondary

structures. Immediately after the heated strands were extracted from the heating source, they

were placed in an ice bath in order for the strands to form a secondary hairpin structure. After

formation of the hairpins, we pipetted the DNA swelling signal solutions into the wells of a

96-well plate where we pipetted the hydrogels we attempt to swell. Each well ends up with a

hairpin final concentration of 20 μM and a buffer solution concentration of 1X TAEM.

Multi-domain DNA-crosslinked hydrogel swelling

Protocol for multi-domain hydrogel swelling is described in the Section 30 in S1 File. For the

red domain swelling stage, S1_H1 and S1_H2 DNA solutions were first heated and cooled in

an ice bath to form the hairpin structure. S1_H1 and S1_H2 DNA solutions were then pipetted

into the well that contains the 3-domain hydrogel for a final concentration of 20 μM of S1

DNA swelling signals. After 24 hours of time-lapse fluorescence imaging, we repeated the

above process using system 2 hairpins (S2_H1 and S2_H2) to actuate the blue domain

hydrogel.

Results

Here we present a new method for automated patterning of DNA-functionalized hydrogels,

which we term Multi-domain Automated Photopatterning of DNA-functionalized Hydrogels

(MAPDH). MAPDH is a photopatterning method which fabricates architected DNA-cross-

linked hydrogels within a microfluidic chamber (Fig 1A) using an integrated Python script

(Fig 1B and Sections 1, 2 in S1 File) [31]. Python script interfaces with all MAPDH hardware–

it is used to control a digital micromirror device (DMD), a UV LED, a microscope XY stage,

and a custom-built pneumatic flow controller. A Python script can specify which vial to flow

ink from (FLOW()), where to pattern (MOVE(DOMAIN[])), as well as the shape to pattern with (PAT-

TERN(DOMAIN[])) (Sections 1, 2 in S1 File). The patterning method is sequential–we first flow in

a particular ink, move the chamber to a specified location, upload a mask, then expose the

chamber to UV light, which polymerizes the ink to form a hydrogel domain or domains. Each

ink is a solution that consists of a monomer, a photoinitiator, and specific acrydite-labeled

DNA strands. The DNA strands can also include modifications, such as a fluorophore that

allows for visualization. After hydrogels with specified shapes and locations are patterned

using a particular ink, an automated wash step is applied which removes the ink. Another flow

step can then be started to flow in a new ink from a separate vial (Fig 1C). This process can be

repeated and can be used for up to 4 different inks in 4 different vials. A schematic of this pro-

cess is described using the above syntax in Fig 1B. A schematic of how this syntax describes the

series of ink flow, patterning, and washing steps during MAPDH is shown in Fig 1C.

MAPDH uses an electronically controlled, pneumatic, low-dead volume microfluidic flow

controller to direct automatic influx of inks and washing fluid into a microfluidic chamber and

controls how regions of the chamber are exposed to light using a digital micromirror array

(Fig 1D and Section 3 in S1 File) [32]. Pressurized air provides the driving force (Fig 1D1)
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directly fed into a pressure regulator (Fig 1D2) that controls the pressure to 5 different electroni-

cally controlled pneumatic solenoid valves (Fig 1D3). Pressure to each vial is precisely and mod-

ularly controlled using fine pressure gauges (Fig 1D4). The fine pressure gauges are then

connected directly to ink vials, and the pressure applied to the ink vials controls the correspond-

ing flow rate of ink from that vial. The inks are housed in 1 mL air-tight conical vials with two

drilled holes in the lid. Pressurized air from the pneumatic flow controller enters in an air input

tube through one hole into the air above the ink inside the vial. The second hole houses an ink

output tube where ink solution is output into the chamber when air pressure is applied to the

vial through the air input tube (Fig 1D5). By opening the solenoid valve, the ink is driven

through the second tube and out of the vial. To minimize the dead volume for MAPDH of each

ink the ink output tube starts at the very bottom of the conical vial, so that patterning occurs

reliably when a vial contains as little as 100 μL of ink (Section 3 in S1 File). The ink output tube

(Fig 1D6) feeds directly into a microfluidic chamber (Fig 1D7). The microfluidic chamber con-

sists of annealed polydimethylsiloxane (PDMS) onto glass and has 5 input ports for 4 inks and 1

wash solution (Fig 1D12 and Sections 4, 5 in S1 File). After photopatterning, wash solution

flushes the cell, removing the ink. This waste exits the chamber through a waste tube (Fig 1D8

and 1D15). We expose the microfluidic chamber to UV light that is focused through an objective

(Fig 1D9) to achieve photopatterning resolution on the order of 10s of microns. The UV light

(Fig 1D11) is shaped using a digital mask uploaded to a Digital Micromirror Device (DMD)

(Fig 1D10) and the light is projected onto the chamber to precisely control hydrogel photopoly-

merization and shape. Microfluidic resistors prevent backflow from the microfluidic chamber

into the ink output tubes (Fig 1D13). The region of the chamber where patterning occurs con-

sists of two chambers separated by a 100 μm thick PDMS wall (Fig 1D14).

Fig 1. Multidomain, Automated Photopatterning of DNA-functionalized Hydrogels (MAPDH). A) Generalized workflow for fabricating DNA-

functionalized hydrogels. The hydrogel location, size, shape, and composition are specified, after which an automated script is run, and the output is a chamber

with photopatterned hydrogels of different sizes, shapes, and compositions. B) Pseudocode for MAPDH in Python. The algorithm takes as input the vials that

will be flowed through the patterning chamber. The algorithm also takes as input the hydrogel location, as well as the mask (and thus the shape) of each

hydrogel. The algorithm incorporates a wash step between each round of patterning. C) Workflow for MAPDH. After fabrication, inks are flowed and

patterned sequentially, with an automated wash step between each patterning step. These domains can be patterned with interpenetrating borders, or as

standalone hydrogels. D) MAPDH Setup. Pressurized air (1) is controlled by a pressure regulator (2) to 10 PSI. The air from the regulator is split into 5

different solenoid electronic valves (3), which are initially closed. When open, the air from one of the electronic valves is flown through a pressure gauge (4) and

injected into an air-tight vial (5) above the ink. Another tube, located at the bottom of the conical vial, is filled with ink. When the electronic valve is turned on,

the pressurized air pushes on the air inside the ink vial, which forces ink up the second tube (6) (Section 3 in S1 File). The second tube is fed directly into a

microfluidic device (7), and after patterning the ink exits through an outlet into a waste receptacle (8). To photopattern hydrogels in place, we shine UV light

(11) towards a digital micromirror device (10), where the light is reflected at specified locations where the mirrors are activated, which enables the shaping of

light, and focused through an objective (9) onto the microfluidic patterning chamber. The microfluidic chamber has 5 inputs (12), followed by 5 microfluidic

resistors (13), which prevent backflow (Section 4 in S1 File). The patterning chamber (14) consists of 2 rows for photopatterning, followed by an outlet (15).

https://doi.org/10.1371/journal.pone.0295923.g001
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We initially characterized the shapes of hydrogels and the concentrations of DNA within

PEGDA-co-DNA hydrogels fabricated using MAPDH. We set up a MAPDH protocol, which

consists of multistep fabrication of DNA-functionalized hydrogels using an automated work-

flow and multiple vials (Section 6 in S1 File). We fabricated hydrogels containing fluorescent

DNA and then measured the shapes of the hydrogels in fluorescence micrographs and the

fluorescence intensities within the shapes. Initially, we fabricated 5 hydrogels with the same

ink using MAPDH, with a target length of 50 μm. The resultant lengths for these 5 hydrogels

are 51.5 μm ± 0.6 μm (mean ± std dev), which was within our goal for accurately fabricating

hydrogels within a resolution of 10s of microns (Section 7 in S1 File).

We next sought to measure the variation in hydrogel shape and DNA concentration

between patterning rounds, where a patterning round consists of 1) ink flow, 2) printing, and

3) washing. The printing step (#2) consists of one or more cycles of a) moving the chamber to

a location, b) flowing the ink used in #1 for a few seconds, and c) photopatterning. The pur-

pose of b) was that we found that flowing the ink needed for patterning for a few seconds just

before photopatterning led to low variance in the patterned sizes of hydrogels (Section 6 in

S1 File).

To measure the amount of variation in fabricated hydrogel size, we set up a MAPDH proto-

col with 12 patterning rounds, in which a column of 5 rectangular hydrogel posts were pat-

terned in each round. The 12 rounds used VIALS = [1,2,3,4,1,2,3,4,1,2,3,4], respectively (Fig 2A–

2G and Section 6 in S1 File). After each column of 5 hydrogels was patterned, the chamber was

washed using the 1X TAEM buffer solution. There was no significant difference between the

average lengths or fluorescence intensities of the hydrogels patterned in each round (Fig 2H

and 2I and Section 7 in S1 File). Thus, fabricating hydrogels with different vials and/or inks

using MAPDH can be done interchangeably without affecting hydrogel properties such as

length or fluorescence.

We then explored the ability to fabricate hydrogels smaller than 50 μm in length: we were

able to fabricate hydrogels using 20 and 10 μm length square masks with average lengths of

Fig 2. MAPDH characterization. A) Pseudocode describing automated workflow. 4 inks were patterned 3 times for a total of 12 rounds. Each round consists

of patterning 5 rectangular hydrogels in a column before moving to the next column. B-F: Micrographs of the patterning progression. B) Patterning the first

hydrogel during the first round. C) Patterning the second hydrogel during the first round. D) Completing the first patterning round. E) Completing the second

patterning round. Round 1 used vial 1 and round 2 used vial 2, which both contained the same ink. F) Completing 4 patterning rounds. Vials 1, 2, 3 and 4,

respectively were used during the 4 rounds. G) Completing all 12 patterning rounds using the program in A. H) Average length for each hydrogel within a

round. Error bars are standard deviation in length per hydrogel within a round. I) Average Fluorescence for each hydrogel within a round. Error bars are

standard deviation in fluorescence per hydrogel within a round. J) Combined micrograph of 4 different hydrogel domains using 4 ink compositions in separate

vials. The inks each contained 100 nM of acrydite-modified, fluorophore-modified DNA, except for the white domain, which contained 100 nM of all 3 DNA

strands. Ink compositions are shown in Sections 6–10 in S1 File. B-G were run using a MAPDH script in Section 6 in S1 File. Fig J was run using a separate

MAPDH script in Section 10 in S1 File. Scale bars are 100μm.

https://doi.org/10.1371/journal.pone.0295923.g002
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27.1 ± 0.7 μm and 13.69 ± 0.7 μm (mean ± std dev), respectively, using a modified version of

MAPDH (Sections 8, 9 in S1 File). Finally, we asked whether we could pattern multi-domain

hydrogel systems containing different types of hydrogels: we added 4 different types of inks

with 4 different acrydite- and fluorophore-modified DNA to 4 different vials; all the patterned

hydrogels had specified fluorescence intensities in 3 different fluorescent channels (Fig 2J and

Sections 10, 11 in S1 File).

To test the scalability of the MAPDH system, we next created a multi-domain hydrogel

“image” consisting of individually patterned rectangular hydrogel “pixels”. We chose a 15x15

pixel art image of a watermelon that contained four unique colors (Fig 3A). To develop a

MAPDH protocol for this hydrogel architecture, we wrote an algorithm that constructed four

15x15 binary matrices specifying the location to pattern each color in the watermelon image,

corresponding to four hydrogel domains (Fig 3B and Section 12 in S1 File). The locations

extracted from the image were then converted into locations for patterning during MAPDH

which were then automatically converted into a MAPDH protocol to construct the water-

melon grid (Section 13 in S1 File). We observed no significant misalignment between the pat-

terning of each individual hydrogel pixel–the hydrogels were precisely patterned at their

specified locations, with no overlap between neighboring hydrogel pixels. Since we had three

orthogonal wavelengths to image the various fluorophores in, the fourth ink (represented as

pink in Fig 3A and 3B) was a combination of all three fluorophores. We false-colored the com-

posite micrograph based on the colors in the original pixel-art image. In the final hydrogel

architecture, dark green corresponded to 500nM of 5Acry_3Cy3_polyT10, light green corre-

sponded to 500 nM of 5Acry_3ATTO488_polyT10, red corresponded to 500 nM of 5Acry_3-

TYE665_polyT10, and pink corresponded to 500 nM of all three acrydite- and fluorophore-

modified strands (Sections 14, 15 in S1 File).

Next, we asked whether hydrogels fabricated through a MAPDH protocol could, by con-

trolling where DNA is conjugated within hydrogels in an architecture, control where hybrid-

ization reactions occur. This would make it possible to control where DNA circuits operate or

Fig 3. Fabricating a pixel-art based 4-domain DNA-functionalized hydrogel. A) We chose a 15x15 pixel art image consisting of four colors. B) Using an

automated script, the four colors are distributed into four 15x15 binary matrices storing the locations for patterning of each domain. C) The four binary

matrices are then fed into a MAPDH protocol designed to take as input a set of locations for each ink to pattern. In this case, the fourth ink contained a

combination of all three fluorophores, resulting in hydrogels patterned in that domain visible in all three imaging channels. A colormap was applied to each

fluorescent micrograph to match the color on the original pixel art image. D) The fluorescent micrographs are then combined for a composite micrograph

shown in D, with the pink domain (the fourth ink patterned) colored based on fluorescence intensities from all three fluorescent micrographs. Scale bars are

100μm.

https://doi.org/10.1371/journal.pone.0295923.g003
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where other DNA-mediated downstream processes take place [4, 12, 14, 33]. We fabricated a

hydrogel architecture with 4 hydrogels, each a different domain. One of the hydrogels in the

architecture, a circle, contained a fluorescently labeled DNA molecule 5Acry_3Cy3_R1. A sec-

ond hydrogel, a square, contained 5Acry_3Cy3_R1 and two other DNA species labeled with

Atto488 and TYE665. The two other hydrogels, a triangle and a plus sign, had other DNA spe-

cies labeled with Atto488 and TYE665 (Fig 4A). The fluorescence produced by 5Acry_3-

Cy3_R1 could be quenched through hybridization by a complementary sequence bearing a

fluorescence quencher, 5Q_R1’ (Section 16 in S1 File).

After this hydrogel architecture was fabricated, a solution containing 5Q_R1’ was flowed

into the microfluidic chamber. We then observed that the hydrogel that contained only

5Acry_3Cy3_R1 (the green circle) decreased in fluorescence intensity and the fluorescence

intensity of the hydrogel containing all three fluorophore-modified DNA strands decreased in

the channel corresponding to the 5Acry_3Cy3_R1 label (Cy3), but not in the other two

observed fluorescence channels. The fluorescence intensities of the other two hydrogels did

not change after 5Q_R1’ was added to the microfluidic chamber (Fig 4B and Section 17 in

S1 File). Thus, DNA in solution can hybridize with DNA conjugated to MAPDH-fabricated

hydrogels, enabling addressable control of DNA hybridization within hydrogel architectures.

We next sought to develop a method of fabricating free architected hydrogels by fabricating

hydrogels in a microfluidic device, lifting them off the surface, removing them from the device

and collecting them. We call this method MAPDH-LC, or Multi-Domain Automated Photo-

patterning of DNA-Functionalized Hydrogels with Lift-off and Collection. We began by

Fig 4. Addressable hybridization reactions in MAPDH-fabricated hydrogel architectures. A) Schematic illustrations of each domain in the hydrogel

architecture showing the acrydite- and fluorophore-modified DNA each domain contains. The arrangement of the domains in the illustration is also their

designed arrangement in the fabricated hydrogel architecture. The ink for the circular hydrogel post contained 500nM of 5Acry_3Cy3_R1 (labeled as a green

ink), the ink for the triangular hydrogel post contained 500 nM of 5Acry_3ATTO488_polyT10 (labeled as a blue ink), the ink for the plus-shaped hydrogel post

contained 500 nM of 5Acry_3TYE665_polyT10 (labeled as a red ink), and the ink for the square hydrogel post contained all 3 of the listed DNA strands, each at

500 nM. The fabricated circular and square posts thus contained DNA that could hybridize to quencher-modified DNA strand (5Q_R1’), the complement of

5Acry_3Cy3_R1, when solution containing 5Q_R1’ is added to the chamber (sequences in Section 34 in S1 File). B) Composite multicolor fluorescence

micrographs before and after addition of solution containing 500 nM 5Q_R1’. The square post appears white before hybridization because it has high green,

blue and red fluorescence intensity, but magenta after adding the solution containing 5Q_R1’, because it has high blue and red fluorescence intensity but less

green fluorescence intensity. Scale bars are 100 μm.

https://doi.org/10.1371/journal.pone.0295923.g004
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developing MAPDH-LC for fabricating single-domain hydrogels and then detaching them

from the device surface.

This method uses a sacrificial layer that, after patterning, is controllably dissolved to lift-off

and remove hydrogels from a modified microfluidic chamber, termed the lift-off flow chamber

(Fig 5A). Prepolymer solution for the sacrificial layer is poured into a PDMS ‘boat’ for thermal

curing (Sections 18, 19 in S1 File). After thermal curing, the PDMS boat with the sacrificial

layer is sandwiched with a second PDMS structure containing the patterning chamber to form

a lift-off flow chamber (Fig 5B and Section 20 in S1 File). We chose PAA for the sacrificial

layer due to PAA’s ability to selectively dissolve in NaCl [34].

To test this method, we first fabricated 25 simple rectangular PEG hydrogels containing

5Acry_3Cy3_polyT10, so that the resulting hydrogels would be fluorescent (Fig 5C). After pat-

terning, a 1 M NaCl solution automatically flowed into the chamber to detach the hydrogels

from the sacrificial layer within the chamber. To extract the detached hydrogels, we flowed the

same buffer solution used in the wash steps, 1X TAEM, to remove the hydrogels from the

device via convection (Section 21 in S1 File).

After the free hydrogels were extracted from the device, we developed a protocol for collect-

ing the hydrogels that involved concentrating the hydrogels in a small volume of buffer before

Fig 5. Lift-off and collection of single-/multi-domain hydrogels using MAPDH-LC. A) Schematic illustration of single-domain hydrogel patterning and lift-

off. B) Schematic illustration of the multi-domain patterning chamber assembled with the sacrificial layer (Section 20 in S1 File). C) Representative images of

single domain ink flow, patterning, and washing. Scale bars are 200 μm (Section 21 in S1 File) D) Length measurements of single-domain hydrogels after

patterning and after collection (N = 7). Error bars indicate standard deviation in hydrogel length for seven independent measurements (Section 22 in S1 File).

E) Schematic illustration of multi-domain hydrogel patterning and lift-off for collection. F) Profiles of multi-domain hydrogel patterning and lift-off for

collection (Sections 23, 24 in S1 File). Scale bars are 200 μm.

https://doi.org/10.1371/journal.pone.0295923.g005
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transfer into a 96-well plate. The hydrogels that had been removed from the device were

washed into a microcentrifuge tube with 1 mL of 1X TAEM buffer solution. The microcentri-

fuge tube containing the hydrogels was then centrifuged for a few seconds so that the hydro-

gels were concentrated at the bottom of the tube. After centrifugation, 20 μL of the bottom of

the solution was pipetted into a 96-well plate for observation and further analysis (Section 21

in S1 File).

After collection, we observed 13 free hydrogels within the 96 well plate. Of those 13 hydro-

gels, we measured the lengths of one side for the 7 hydrogels that lay flat on the surface of the

96-well plate (Section 22 in S1 File). We compared the lengths of the 7 hydrogels measured

after collection to the side lengths of 7 randomly selected hydrogels within the chamber just

after patterning (i.e., before liftoff) (Fig 5D). The side length (mean ± std dev) of the hydrogels

after lift-off and collection was 189 ± 14 μm, and the mean side length of hydrogels just after

patterning was 195 ± 9 μm. These results suggest that this process could be used to fabricate

free hydrogels of a specified size.

We next asked whether we could extend MAPDH-LC to fabricate free multi-domain

hydrogels. We considered a target three-domain hydrogel architecture composed of three

adjacent 200x200 micron domains (Fig 5E and Section 23 in S1 File). We organized the

domains so that adjacent patterned areas each overlapped by 10 microns.

We first asked whether we could successfully lift three-domain hydrogels off the device sur-

face after performing multiple rounds of patterning using MAPDH. We attempted to fabricate

25 three-domain hydrogels in three patterning rounds where we patterned each of the three

types of domains. We observed that 12 of the 25 three-domain hydrogels were washed away

during one of the three patterning rounds. The 13 hydrogels that remained after the third pat-

terning round were removed from the device surface during the 1 M NaCl wash step (Section

23 in S1 File).

To recover these three-domain hydrogels (similar to recovery of single domain hydrogels)

using this process, we patterned the domains of the hydrogels with small overlapping regions.

We wanted to see whether a 10-micron overlap was sufficient to keep the hydrogel domains

together during the lift-off and collection process. Of the 13 three-domain hydrogels that

remained adhered to the PAA surface before lift-off, we successfully collected two into a

96-well plate (Section 24 in S1 File). We observed that for both hydrogels collected, the three

domains remained attached to each other after collection, suggesting that the interfaces created

during patterning were mechanically strong enough to prevent breaking during lift-off and

collection (Fig 5F).

DNA-crosslinked PEG hydrogels can swell in response to specific DNA sequences [14]. We

asked if we could use MAPDH-LC to fabricate DNA crosslinked hydrogels and whether these

hydrogels would swell in response to DNA sequences. Thus, in order to fabricate DNA-cross-

linked hydrogels using MAPDH-LC, we adapted an ink formulation used for photopatterning

DNA-crosslinked PEGDA-10K hydrogels from Shi et al. [18] (Fig 6A). We changed the photo-

initiator and exposure time, while keeping the monomer (PEGDA-10k), DNA sequences, and

DNA concentrations identical. We replaced the photoinitiator originally used in that work

with Lithium phenyl-2,4,6-trimethylbenzoylphosphinate (LAP) and the exposure time was

reduced to 1 second (Section 25 in S1 File).

Using this ink, we were able to fabricate well-formed hydrogels, lift them off, and collect

them. Of the 30 hydrogels that were photopatterned, 18 hydrogels were collected. Of these 18

hydrogels, 11 lay flat on the surface (without bending or wrinkling) in the 96-well plate where

the hydrogels were collected, meaning that if they swelled, the extent of swelling could be mea-

sured easily by measuring the changes in their lengths (S19 Fig). We next swelled the hydrogels

and used the 11 that laid flat to measure swelling extent over time (Section 26 in S1 File).
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To swell the hydrogels, we added two DNA swelling signals (System 1 hairpins, S1_H1 and

S1_H2) at 20 μM each to the solution surrounding the free hydrogels, initiating the DNA

hybridization chain reaction that drives hydrogel swelling [14]. We measured the amount of

swelling of 11 single-domain hydrogels over 60 hours in terms of the lengths of the hydrogels

at a given time divided by their original lengths, (ΔL ∕ L0) (Fig 6B). The ΔL ∕ L0 after 60 hours

was 0.51 ± 0.010 (mean ± std dev) (Fig 6B), which is slightly larger than the ΔL ∕ L0 of approxi-

mately 0.4 after 60 hours reported in Shi et al. [18] (Sections 27, 28 in S1 File). Thus,

MAPDH-LC can be used to fabricate and collect single-domain DNA-crosslinked hydrogels

capable of swelling in response to specific DNA sequences.

We next attempted to use MAPDH-LC to fabricate and collect 3-domain DNA-crosslinked

hydrogels where different domains within this structure swell in response to different DNA

sequences (Fig 6C). Two of the domains had two different DNA-crosslinks within them (red

Fig 6. Swelling of collected single-/multi-domain hydrogels using MAPDH-LC. A) Schematic illustration of swelling single-domain hydrogels. B) Swelling

profile of single-domain hydrogels (N = 7). Inset shows micrographs of the hydrogels before swelling signal is added, then 60 hours after the swelling signal has

been added. Dotted lines indicate the minimum/maximum values of seven independent sample measurements. Scale bars are 50 μm (Sections 25–28 in S1

File). C) Schematic illustration of swelling multi-domain hydrogels. D) Micrograph images of the multi-domain hydrogels after the red and blue domains

undergo swelling via addition of red and blue swelling signals, respectively. Scale bars are 200 μm. E) Swelling profiles of each hydrogel domain after distinctive

swelling signals have been added within 60 hours (Sections 29–31 in S1 File).

https://doi.org/10.1371/journal.pone.0295923.g006
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and blue in Fig 6C), while the third domain did not contain any DNA crosslinks. Thus, the red

domain should swell in response to one sequence (termed the red swelling signal), the blue

domain to another sequence (termed the blue swelling signal), and the green domain should

not swell in response to any DNA stimuli. We used MAPDH-LC (Fig 5E) to pattern 50 three-

domain hydrogels. We were able to successfully collect just one free 3-domain hydrogel (Sec-

tion 29 in S1 File).

To test whether the patterned domains were selectively responsive, we actuated the red and

blue domains sequentially by adding in red and then blue swelling signals. We observed swell-

ing of the red domain for the first 10 hours after addition of the red DNA swelling signal (sys-

tem 1 hairpins) (Fig 6D). After about 24 hours, we added the blue DNA swelling signal

(system 2 hairpins) to initiate swelling of the blue-domain hydrogel (Fig 6D and Section 30 in

S1 File). We observed that the swelling of the red and blue domains was constricted near the

edge shared with the green domain. To quantify the amount of swelling, we chose the edge

opposite the green domain to measure ΔL ∕ L0. After 60 hours, this ΔL ∕ L0 was 0.4 for the red

domain and 0.6 for the blue domain (Fig 6E and Section 31 in S1 File), consistent with the

swelling observed for single-domain hydrogels. The green domain did not appear to swell, but

it bowed outward over time near its edges contacting the swelling domains (Fig 6D), likely due

to the stress applied by the swelling of the blue and red hydrogel domains. We also measured

the differences in extent of swelling between the edges of the red domain closest and farthest

from the green domain, which was 0.217. This was approximately 50% of the final ΔL ∕ L0
observed, suggesting some control over swelling within a hydrogel domain by constraining

regions of that domain with non-swellable domains. These results indicate how control and

restriction of swelling is possible by patterning DNA-crosslinked domains that swell in

response to different signals using MAPDH-LC. Because MAPDH-LC can be used to pattern

complex multi-domain architectures, MAPDH-LC could be used to readily fabricate hydrogels

that programmatically morph into different 2D- or 3D- shapes.

Discussion

Here we demonstrated an integrated method for multi-domain DNA-functionalized hydrogel

fabrication, MAPDH. We could reproducibly pattern hydrogel domains in multiple rounds

and fabricate hydrogels with shapes and compositions with sizes ranging from 10s to 100s of

microns. We showed the ability to fabricate 4-domain DNA-functionalized hydrogels to recre-

ate a pixel art image with precise alignment between hydrogel pixels. DNA oligos can diffuse

into patterned hydrogels, where they can engage in local hybridization reactions with DNA

functionalized to the patterned hydrogels. Finally, we developed a method for selectively

removing the hydrogels from the substrates after patterning using a dissolvable sacrificial

layer. We demonstrated the ability to pattern and remove a three-domain interconnected

DNA-functionalized hydrogel architecture from the patterning chamber and selectively swell

hydrogel domains using a hybridization chain reaction in a separate container.

Conventionally, hydrogels with various functionalizations, including DNA, have been pat-

terned using a photomask [12] or a replication mold [35], but these fabrication methods

require masks with pre-defined shapes and sizes. Recent studies have integrated a photopat-

terning apparatus (e.g. a digital micromirror device or DMD) with an optical microscope set-

ting for precise control of shape, position, and size of functionalized hydrogels [17, 36–38].

However, these methods involve manual ink injections, UV exposure, and manually position-

ing the substrate in the desired location for patterning which entails accurately placing the sub-

strate, adding an additional layer of time and labor to the process. The manual performance

for each of these steps multiple times during multi-domain patterning would be slow and
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labor-intensive. Furthermore, existing methods require milliliter volumes of inks (i.e., pre-gel

solution) to allow for washing and filling a device, even though only a few microliters of solu-

tion end up in a final product. This requirement can make these methods costly, especially

when these inks involve high concentrations of modified DNA strands. MAPDH streamlines

the hydrogel patterning process with automated control of ink flow, patterning, and washing,

and requires much lower volumes of inks (100 μL). While the DMD itself doesn’t consume

ink, the ink volume may be relevant to the overall fabrication process. MAPDH’s automated

control minimizes wastage, allowing for precise ink application and reducing costs associated

with ink usage.

MAPDH is currently capable of printing 4 unique DNA-functionalized hydrogel domains,

with a 5th vial required for washing the patterning chamber between patterning steps. Due to

the modular nature of the flow controller, we envision future versions of MAPDH having

much greater numbers of inks. To expand the number of inks, the pneumatic flow controller

can be expanded, and the microfluidic chamber can be redesigned to accommodate a greater

number of inlets. A future version of MAPDH could have 10s or even 100s of inks patterned

automatically by incorporating a robotic fluid delivery system [39]. Additionally, we currently

have the ability to control 2 dimensions when fabricating these hydrogels. Future directions

also include expanding into the third stage, either by including a z-stage or through grayscale

patterning [40].

Despite successful demonstrations of a method that can be used to photopattern multi-

domain DNA-functionalized hydrogels, with lift-off via dissolution of the sacrificial layer and

collection in an unconstrained environment, limitations remain in the lift-off and collection

processes. One noticeable problem during collection is the misalignment of different hydrogel

domains when patterning multiple domains (S20 Fig). This may have been caused by the weak

anchoring of the hydrogel to the sacrificial layer, which causes movement of the hydrogel

when ink or wash solutions are flown into the device. Sometimes the adhesion of the hydrogels

to the sacrificial layer is so poor that the hydrogels patterned in one round are completely

removed prematurely during subsequent patterning and wash steps, rather than during the

lift-off stage. Our results indicate a relatively low yield of approximately 2% collection of

3-domain hydrogels in a single, multi-step patterning process (Fig 5E and 5F). Thus, future

developments of MAPDH-LC could be focused on building a robust sacrificial layer that can

anchor photopatterned hydrogels with strong adhesion so that minimal misalignments occur

during flow steps. Additionally, inhomogeneous photopolymerization of hydrogels may result

in non-uniform expansion in response to an added swelling signal [41] (Fig 6D). MAPDH

could be optimized to achieve uniform photopatterning of hydrogels by minimizing UV expo-

sure time and intensity.

MAPDH could be used to help fabricate multi-domain DNA-functionalized hydrogels

capable of complex shape change [42]. Due to the precise control of size, location, and shape of

the hydrogels, we envision that MAPDH could be used for local sequestration and release of

molecules within hydrogels, either via timed release or designed reactions [6], to direct cell

growth [43] or for local self-assembly [44]. Harnessing the biocompatibility and permeability

of hydrogels, MAPDH may also be promising in various biomedical applications, such as

designing controlled drug delivery systems [18], scaffolds [45], or organ-on-a-chip devices for

tissue engineering [46].

Supporting information

S1 File. Step-by-step protocol downloaded from protocols.io.

(PDF)
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S1 Fig. Vial setup and terminology. Pressurized air is fed into the top of the air-tight vial

through the air tube, which forces ink through the ink/wash tube out of the vial and into the

microfluidic flow chamber.

(TIF)

S2 Fig. Design of the multi-domain hydrogel patterning flow chamber. This microfluidic

flow chamber was designed using AutoCAD. The design was used to generate a mask (5) pro-

duced by Fineline Imaging.

(TIF)

S3 Fig. Brightfield micrographs of hydrogels patterned at different z-planes. The labels

below each hydrogel are the percentages of a full rotation of the microscope, relative to focus-

ing the camera on the glass surface-PDMS interface that the objective was set to before pattern-

ing. Since the DMD and camera are in different locations within the microscope and thus have

different planes where they are in focus, we chose the focal plane for patterning by first focus-

ing on the z-plane of the camera, and then adjusting the z-plane to match the ideal plane for

patterning. A) 10x patterning and imaging. We observed that the sharpest edges were made

when patterning at a plane 50% of a full turn below the plane where the camera is focused on

the glass: PDMS interface of the microfluidic flow chamber. B) Patterning and imaging using

the 20x objective. We observed that the sharpest edges were found when patterning at a plane

30% of a full turn below the plane where the camera is focused on the glass: PDMS interface of

the microfluidic flow chamber. Scale bars are 50 μm.

(TIF)

S4 Fig. Brightfield micrographs of hydrogels patterned as part of the single-domain hydro-

gel patterning experiment. The first micrograph shows the hydrogels produced within a sin-

gle round of patterning (Set 1). The last three micrographs show the resulting hydrogels from

all 12 rounds of patterning, in order from left to right. Scale bars are 50 μm.

(TIF)

S5 Fig. Micrograph overlay using ImageJ. A) Bright field image B) Fluorescence image (Cy3)

C) Overlay with brightfield grayscale and Cy3 in red. Scale bars are 100 μm.

(TIF)

S6 Fig. Hydrogel measurements. A) Brightfield micrograph for a single hydrogel. The outline

was chosen manually using ImageJ’s rectangle selection tool. The width and height of this rect-

angle corresponded to the width and height of the hydrogel. B) Overlayed brightfield and fluo-

rescent Cy3 micrographs for a single hydrogel. The rectangle, selected from the brightfield

micrograph in S6A Fig, is used to calculate the average fluorescence intensity for the hydrogel.

Scale bars are 10 μm.

(TIF)

S7 Fig. Small hydrogel patterning. A) Hydrogels patterned automatically using 20 μm square

masks and Inks 1–4 following the Section 9 in S1 File protocol. B) Hydrogels patterned auto-

matically using 10 μm square masks and Inks 1–4 following the Section 9 in S1 File protocol.

Scale bars are 20 μm.

(TIF)

S8 Fig. Cy3 (red channel), ATTO488 (green channel), and TYE665 (blue channel) micro-

graphs overlaid showing patterning results from Fig 2J experiment using the protocol in

Section 10 in S1 File. A) Architecture 1, B) Architecture 2, C) Architecture 3, D) Architecture
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4. Scale bars are 100 μm.

(TIF)

S9 Fig. Binning a pixel art image into a 15x15 grid. The left image is a 355x355 pixel image,

the right is a binned 15x15 version of the same image.

(TIF)

S10 Fig. Color histogram for the watermelon pixel art image. The length of each color bar

represents the number of pixels with that corresponding color. The colors were clustered auto-

matically using the k-means clustering method.

(TIF)

S11 Fig. Binary masks for all four domains to be photopatterned using MAPDH. These

masks, termed location maps, serve as inputs for the MAPDH function matrix_patterner in

Section 13 in S1 File.

(TIF)

S12 Fig. Coloring grayscale micrographs based on original pixel-art colors.

(TIF)

S13 Fig. Multi-fluorophore domain. Enhanced and colorized.

(TIF)

S14 Fig. Hydrogels after patterning using the protocol in Section16 in S1 File, but before

adding the strand 5Q_R1’. The TYE665 (red channel), Cy3 (green channel), and ATTO488

(blue channel) micrographs are overlaid as described in Section 17 in S1 File. A) Set 1 B) Set 2

C) Set 3 D) Set 4 as described in Section 16 in S1 File. Scale bars are 100 μm.

(TIF)

S15 Fig. Hydrogels after patterning and adding the strand 5Q_R1’ following the protocol

described in Section 17 in S1 File. TYE665 (red channel), Cy3 (green channel), and

ATTO488 (blue channel) micrographs overlaid as described in Section 17 in S1 File. A) Set 1

B) Set 2 C) Set 3 D) Set 4 as described in Section 16 in S1 File. Scale bars are 100 μm.

(TIF)

S16 Fig. Normalized mean fluorescence counts for hydrogels in Fig 4 and S14B and S15B

Figs. A) Normalized fluorescence for the plus, triangle, and circle hydrogels in the respective

channels that contained fluorescence. B) Normalized fluorescence for all three fluorophore

channels for the square hydrogel.

(TIF)

S17 Fig. CAD mask design for the PDMS boat.

(TIF)

S18 Fig. Demonstration of hydrogel production. A) Photopatterning and washing. B) Lift-

off and washing. C) Collection in a well of a 96-well plate. Top and bottom micrographs are

two different locations from the same round of single-domain hydrogel patterning. Scale bars

are 200 μm.

(TIF)

S19 Fig. Representative micrograph of single-domain hydrogels fabricated using

MAPDH-LC collected in a well of a 96-well plate. Hydrogels on their sides and/or not flat on

the glass surface are enclosed by dashed, pink circles. Only hydrogels that lay flat on the
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bottom surface of the plate were further analyzed (top hydrogel).

(TIF)

S20 Fig. Example multi-domain hydrogels fabricated using MAPDH-LC. Out of the 13

aligned hydrogels 2 were successfully collected. A) Hydrogels in the microfluidic device. B)

Hydrogels collected and placed in a well of a 96-well plate. C) Unaligned multi-domain hydro-

gels due to poor adhesion between the hydrogel and the sacrificial layer. Scale bars are 200 μm.

(TIF)

S21 Fig. Demonstration of measuring hydrogel lengths and comparison of (left) manual and

(right) automated measurements. Herein, to automatically measure the hydrogel length we

binarized the micrograph by a threshold calculated via Otsu’s method. (Reference to MAPDH

script).

(TIF)

S22 Fig. Analysis of single-domain hydrogel swelling. A) Original time-lapse micrograph of

single-domain MAPDH hydrogel swelling. B) Automated micrograph analysis of single-

domain MAPDH hydrogel swelling and measurement of length changes. C) Manual measure-

ments of single-domain MAPDH hydrogel swelling and length change.

(TIF)

S23 Fig. Analysis of multi-domain hydrogel swelling. Micrographs of multi-domain hydro-

gel swelling after addition of red and blue swelling signals.

(TIF)
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9. Yang S, Pieters PA, Joesaar A, Bögels BWA, Brouwers R, Myrgorodska I, et al. Light-activated signal-

ing in DNA-encoded sender-receiver architectures. ACS Nano; 2020 Oct 20; 14(11):15992–16002.

https://doi.org/10.1021/acsnano.0c07537 PMID: 33078948
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19. Müller J, Jäkel AC, Schwarz D, Aufinger L, Simmel FC. Programming Diffusion and Localization of DNA

Signals in 3D-Printed DNA-Functionalized Hydrogels. Small. 2020; 16(31):2001815. https://doi.org/10.

1002/smll.202001815 PMID: 32597010

20. Cui J, Wu D, Sun Q, Yang X, Wang D, Zhuang M, et al. A PEGDA/DNA Hybrid Hydrogel for Cell-Free

Protein Synthesis. Frontiers in Chemistry. 2020; 8;28. https://doi.org/10.3389/fchem.2020.00028

PMID: 32133338

21. Banerjee H, Suhail M, Ren H. Hydrogel Actuators and Sensors for Biomedical Soft Robots: Brief Over-

view with Impending Challenges. Biomimetics. 2018 Sep; 3(3):15. https://doi.org/10.3390/

biomimetics3030015 PMID: 31105237

PLOS ONE Multi-domain automated patterning of DNA-functionalized hydrogels

PLOS ONE | https://doi.org/10.1371/journal.pone.0295923 February 2, 2024 17 / 19

https://doi.org/10.1039/d0nr07865d
http://www.ncbi.nlm.nih.gov/pubmed/33475669
https://doi.org/10.1146/annurev-bioeng-060418-052357
https://doi.org/10.1146/annurev-bioeng-060418-052357
http://www.ncbi.nlm.nih.gov/pubmed/31167101
https://doi.org/10.1002/anie.202009756
http://www.ncbi.nlm.nih.gov/pubmed/32916026
https://doi.org/10.1002/adma.201806294
http://www.ncbi.nlm.nih.gov/pubmed/30767279
https://doi.org/10.1038/nnano.2015.195
http://www.ncbi.nlm.nih.gov/pubmed/26329111
https://doi.org/10.1021/acsnano.0c07537
http://www.ncbi.nlm.nih.gov/pubmed/33078948
https://doi.org/10.1002/adbi.202200195
https://doi.org/10.1002/adbi.202200195
http://www.ncbi.nlm.nih.gov/pubmed/36328598
https://doi.org/10.1021/jacs.9b05598
https://doi.org/10.1021/jacs.9b05598
http://www.ncbi.nlm.nih.gov/pubmed/31600065
https://doi.org/10.1038/s41467-021-22645-8
http://www.ncbi.nlm.nih.gov/pubmed/33888708
https://doi.org/10.1126/science.aan3925
http://www.ncbi.nlm.nih.gov/pubmed/28912239
https://doi.org/10.1002/anie.201800281
http://www.ncbi.nlm.nih.gov/pubmed/29469991
https://doi.org/10.1038/nchem.1764
http://www.ncbi.nlm.nih.gov/pubmed/24256862
https://doi.org/10.1002/smll.202002946
http://www.ncbi.nlm.nih.gov/pubmed/32776420
https://doi.org/10.1002/smll.202001815
https://doi.org/10.1002/smll.202001815
http://www.ncbi.nlm.nih.gov/pubmed/32597010
https://doi.org/10.3389/fchem.2020.00028
http://www.ncbi.nlm.nih.gov/pubmed/32133338
https://doi.org/10.3390/biomimetics3030015
https://doi.org/10.3390/biomimetics3030015
http://www.ncbi.nlm.nih.gov/pubmed/31105237
https://doi.org/10.1371/journal.pone.0295923


22. Dave N, Chan MY, Huang PJJ, Smith BD, Liu J. Regenerable DNA-Functionalized Hydrogels for Ultra-

sensitive, Instrument-Free Mercury(II) Detection and Removal in Water. J Am Chem Soc. 2010 Sep 15;

132(36):12668–73. https://doi.org/10.1021/ja106098j PMID: 20726570

23. Khajouei S, Ravan H, Ebrahimi A. DNA hydrogel-empowered biosensing. Advances in Colloid and

Interface Science. 2020 Jan 1; 275:102060. https://doi.org/10.1016/j.cis.2019.102060 PMID: 31739981

24. Downs FG, Lunn DJ, Booth MJ, Sauer JB, Ramsay WJ, Klemperer RG, et al. Multi-responsive hydrogel

structures from patterned droplet networks. Nat Chem. 2020 Apr; 12(4):363–71. https://doi.org/10.

1038/s41557-020-0444-1 PMID: 32221498

25. Ashammakhi N, Ahadian S, Xu C, Montazerian H, Ko H, Nasiri R, et al. Bioinks and bioprinting technolo-

gies to make heterogeneous and biomimetic tissue constructs. Materials Today Bio. 2019 Jan 1;

1:100008. https://doi.org/10.1016/j.mtbio.2019.100008 PMID: 32159140

26. Skylar-Scott MA, Mueller J, Visser CW, Lewis JA. Voxelated soft matter via multimaterial multinozzle

3D printing. Nature. 2019 Nov; 575(7782):330–5.

27. Zhang B, Li S, Hingorani H, Serjouei A, Larush L, Pawar AA, et al. Highly stretchable hydrogels for UV

curing based high-resolution multimaterial 3D printing. J Mater Chem B. 2018; 6(20):3246–53. https://

doi.org/10.1039/c8tb00673c PMID: 32254382

28. Ge Q, Sakhaei AH, Lee H, Dunn CK, Fang NX, Dunn ML. Multimaterial 4D Printing with Tailorable

Shape Memory Polymers. Scientific Reports. 2016 Aug 8; 6:31110. https://doi.org/10.1038/srep31110

PMID: 27499417

29. Kowsari K, Akbari S, Wang D, Fang N, Ge Q. High-Efficiency High-Resolution Multimaterial Fabrication

for Digital Light Processing-Based Three-Dimensional Printing. 3D Printing and Additive Manufacturing.

2018 Sep; 5:185–93.

30. Han D, Yang C, Fang NX, Lee H. Rapid multi-material 3D printing with projection micro-stereolithogra-

phy using dynamic fluidic control. Additive Manufacturing. 2019 May; 27:606–15.

31. Pinkard H, Stuurman N, Ivanov IE, Anthony NM, Ouyang W, Li B, et al. Pycro-Manager: open-source

software for customized and reproducible microscope control. Nat Methods. 2021 Mar; 18(3):226–8.

https://doi.org/10.1038/s41592-021-01087-6 PMID: 33674797

32. Mavrogiannis N, Ibo M, Fu X, Crivellari F, Gagnon Z. Microfluidics made easy: A robust low-cost con-

stant pressure flow controller for engineers and cell biologists. Biomicrofluidics. 2016 May 1; 10

(3):034107. https://doi.org/10.1063/1.4950753 PMID: 27279931

33. Gačanin J, Synatschke CV, Weil T. Biomedical Applications of DNA-Based Hydrogels. Advanced Func-

tional Materials. 2019 Nov 11; 30(4):1906253.

34. Linder V, Gates BD, Ryan D, Parviz BA, Whitesides GM. Water-Soluble Sacrificial Layers for Surface

Micromachining. Small. 2005 Jun 8; 1(7):730–6. https://doi.org/10.1002/smll.200400159 PMID:

17193516

35. Simmons DW, Schuftan DR, Ramahdita G, Huebsch N. Hydrogel-Assisted Double Molding Enables

Rapid Replication of Stereolithographic 3D Prints for Engineered Tissue Design. ACS Appl Mater Inter-

faces. 2023 May 31; 15(21):25313–23. https://doi.org/10.1021/acsami.3c02279 PMID: 37200617

36. Dorsey PJ, Rubanov M, Wang W, Schulman R. Digital Maskless Photolithographic Patterning of DNA-

Functionalized Poly(ethylene glycol) Diacrylate Hydrogels with Visible Light Enabling Photodirected

Release of Oligonucleotides. ACS Macro Lett. 2019 Aug 20;1133–40. https://doi.org/10.1021/

acsmacrolett.9b00450 PMID: 35619455

37. Yu C, Miller KL, Schimelman J, Wang P, Zhu W, Ma X, et al. A sequential 3D bioprinting and orthogonal

bioconjugation approach for precision tissue engineering. Biomaterials. 2020 Nov 1; 258:120294.

https://doi.org/10.1016/j.biomaterials.2020.120294 PMID: 32805500

38. Lim KS, Levato R, Costa PF, Castilho MD, Alcala-Orozco CR, van Dorenmalen KMA, et al. Bio-resin for

high resolution lithography-based biofabrication of complex cell-laden constructs. Biofabrication. 2018

May 11; 10(3):034101. https://doi.org/10.1088/1758-5090/aac00c PMID: 29693552

39. Lagoy RC, Albrecht DR. Automated fluid delivery from multiwell plates to microfluidic devices for high-

throughput experiments and microscopy. Sci Rep. 2018 Apr 18; 8(1):6217. https://doi.org/10.1038/

s41598-018-24504-x PMID: 29670202

40. Song SH, Kim K, Choi SE, Han S, Lee HS, Kwon S, et al. Fine-tuned grayscale optofluidic maskless

lithography for three-dimensional freeform shape microstructure fabrication. Opt Lett. 2014 Sep 1; 39

(17):5162. https://doi.org/10.1364/OL.39.005162 PMID: 25166099

41. Park S, Kim D, Ko SY, Park JO, Akella S, Xu B, et al. Controlling uniformity of photopolymerized micro-

scopic hydrogels. Lab Chip. 2014 Apr 1; 14(9):1551–63. https://doi.org/10.1039/c4lc00158c PMID:

24626640

42. Lee Y, Song WJ, Sun JY. Hydrogel soft robotics. Materials Today Physics. 2020 Dec 1; 15:100258.

PLOS ONE Multi-domain automated patterning of DNA-functionalized hydrogels

PLOS ONE | https://doi.org/10.1371/journal.pone.0295923 February 2, 2024 18 / 19

https://doi.org/10.1021/ja106098j
http://www.ncbi.nlm.nih.gov/pubmed/20726570
https://doi.org/10.1016/j.cis.2019.102060
http://www.ncbi.nlm.nih.gov/pubmed/31739981
https://doi.org/10.1038/s41557-020-0444-1
https://doi.org/10.1038/s41557-020-0444-1
http://www.ncbi.nlm.nih.gov/pubmed/32221498
https://doi.org/10.1016/j.mtbio.2019.100008
http://www.ncbi.nlm.nih.gov/pubmed/32159140
https://doi.org/10.1039/c8tb00673c
https://doi.org/10.1039/c8tb00673c
http://www.ncbi.nlm.nih.gov/pubmed/32254382
https://doi.org/10.1038/srep31110
http://www.ncbi.nlm.nih.gov/pubmed/27499417
https://doi.org/10.1038/s41592-021-01087-6
http://www.ncbi.nlm.nih.gov/pubmed/33674797
https://doi.org/10.1063/1.4950753
http://www.ncbi.nlm.nih.gov/pubmed/27279931
https://doi.org/10.1002/smll.200400159
http://www.ncbi.nlm.nih.gov/pubmed/17193516
https://doi.org/10.1021/acsami.3c02279
http://www.ncbi.nlm.nih.gov/pubmed/37200617
https://doi.org/10.1021/acsmacrolett.9b00450
https://doi.org/10.1021/acsmacrolett.9b00450
http://www.ncbi.nlm.nih.gov/pubmed/35619455
https://doi.org/10.1016/j.biomaterials.2020.120294
http://www.ncbi.nlm.nih.gov/pubmed/32805500
https://doi.org/10.1088/1758-5090/aac00c
http://www.ncbi.nlm.nih.gov/pubmed/29693552
https://doi.org/10.1038/s41598-018-24504-x
https://doi.org/10.1038/s41598-018-24504-x
http://www.ncbi.nlm.nih.gov/pubmed/29670202
https://doi.org/10.1364/OL.39.005162
http://www.ncbi.nlm.nih.gov/pubmed/25166099
https://doi.org/10.1039/c4lc00158c
http://www.ncbi.nlm.nih.gov/pubmed/24626640
https://doi.org/10.1371/journal.pone.0295923


43. Tibbitt MW, Anseth KS. Hydrogels as extracellular matrix mimics for 3D cell culture. Biotechnology and

Bioengineering. 2009 Jul 1; 103(4):655–63. https://doi.org/10.1002/bit.22361 PMID: 19472329

44. Lowensohn J, Hensley A, Perlow-Zelman M, Rogers WB. Self-Assembly and Crystallization of DNA-

Coated Colloids via Linker-Encoded Interactions. Langmuir. 2020 Jun 30; 36(25):7100–8. https://doi.

org/10.1021/acs.langmuir.9b03391 PMID: 32013444

45. Liu AP, Appel EA, Ashby PD, Baker BM, Franco E, Gu L, et al. The living interface between synthetic

biology and biomaterial design. Nat Mater. 2022 Mar 31; 21(4):390–7. https://doi.org/10.1038/s41563-

022-01231-3 PMID: 35361951

46. Liu H, Wang Y, Cui K, Guo Y, Zhang X, Qin J. Advances in Hydrogels in Organoids and Organs-on-a-

Chip. Advanced Materials. 2019 Jul 8; 31(50):1902042. https://doi.org/10.1002/adma.201902042

PMID: 31282047

PLOS ONE Multi-domain automated patterning of DNA-functionalized hydrogels

PLOS ONE | https://doi.org/10.1371/journal.pone.0295923 February 2, 2024 19 / 19

https://doi.org/10.1002/bit.22361
http://www.ncbi.nlm.nih.gov/pubmed/19472329
https://doi.org/10.1021/acs.langmuir.9b03391
https://doi.org/10.1021/acs.langmuir.9b03391
http://www.ncbi.nlm.nih.gov/pubmed/32013444
https://doi.org/10.1038/s41563-022-01231-3
https://doi.org/10.1038/s41563-022-01231-3
http://www.ncbi.nlm.nih.gov/pubmed/35361951
https://doi.org/10.1002/adma.201902042
http://www.ncbi.nlm.nih.gov/pubmed/31282047
https://doi.org/10.1371/journal.pone.0295923

