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Infection with Mycobacterium tuberculosis (Mtb) is the leading cause of death in human
immunodeficiency virus (HIV)+ individuals, particularly in Sub-Saharan Africa. Management
of this deadly co-infection is a significant global health challenge that is exacerbated by the
lack of efficient vaccines against both Mtb and HIV, as well as the lack of reliable and robust
animal models for Mtb/HIV co-infection. Here we describe a tractable and reproducible
mouse model to study the reactivation dynamics of latent Mtb infection following the loss of
CD4+ T cells as it occurs in HIV-co-infected individuals. Whereas intradermally (i.d.)
infected C57BL/6 mice contained Mtb within the local draining lymph nodes, depletion of
CD4+ cells led to progressive systemic spread of the bacteria and induction of lung pathology. To interrogate whether reactivation of Mtb after CD4+ T cell depletion can be reversed,
we employed interleukin (IL)-2/anti-IL-2 complex-mediated cell boost approaches. Although
populations of non-CD4 lymphocytes, such as CD8+ memory T cells, natural killer (NK)
cells and double-negative (DN) T cells significantly expanded after IL-2/anti-IL-2 complex
treatment, progressive development of bacteremia and pathologic lung alterations could
not be prevented. These data suggest that the failure to reverse Mtb reactivation is likely
not due to anergy of the expanded cell subsets and rather indicates a limited potential for IL2-complex-based therapies in the management of Mtb/HIV co-infection.
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Introduction
Infections with Mtb, the causative agent of tuberculosis (TB), are the major cause of death in
human immunodeficiency virus (HIV)+ individuals, accounting for approximately 25% of all
HIV-related fatalities [1]. Together, TB and HIV/AIDS account for more than 2 million deaths
per year [1, 2] and HIV+ individuals are 30 times more likely to develop active TB than HIV−
individuals [2]. Both pathogens profoundly impact on the human immune system and the
gradual decline of CD4+ T cells, the hallmark of HIV infection, is believed to be a major contributing factor in the progression to active TB disease and premature death [3]. CD4+ T cells
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are not only prime producers of interferon gamma (IFN-γ), a critical cytokine for TB control,
but also play essential roles in the maturation of the humoral immune response and the structural integrity of Mtb-containing solid granulomas [4]. Particularly the HIV-induced preferential destruction of mucosal effector memory CD4+ T cells [5] and CD1-restricted
mycobacterial glycolipid-reactive T cells [6], as well as the imbalance between Th17 and regulatory T cell (Treg) populations [7] apparently favour Mtb reactivation. Although anti-retroviral
therapy (ART) largely restores CD4+ T cell numbers, the increased risk for reactivation of
latent TB infection (LTBI) is only partially diminished [8]. In order to develop intervention
strategies against Mtb that are also effective in HIV+ individuals, it is therefore useful to identify
CD4-independent mechanisms which contribute to control of Mtb infection.
We have recently described a critical role for non-cognate production of IFN-γ by NK cells,
memory CD8+ T cells and DN T cells in TB [9]. Rapid secretion of IFN-γ by these lymphocyte
populations in TB required the sensing of ESAT-6-mediated cytosolic contact via NLRP3
inflammasomes within CD11c+ cells and the subsequent secretion of bioactive interleukin
(IL)-18. These results not only delineate a mechanistic framework for IFN-γ production by IL18 responsive cell types after Mtb infection, but also indicate an inherent capacity of non-CD4
immune cells to contribute to protective immunity. In order to potentially harness non-CD4
immune cell subsets in settings where adaptive immune responses are absent or impaired, such
as Mtb/HIV co-infection, it would be desirable to not only boost their numbers and differentiation capacity but also to induce IFN-γ secretion.
The development, maturation and maintenance of NK cells, CD8+ memory T cells and
most DN T cells relies on IL-15 and IL-2 [10–15]. The activity of these two cytokines is mediated through trans-presentation, a mechanism by which the cytokine is presented to the cytokine receptor complex beta and common γ chains in the context of cell-bound high-affinity
alpha (α) chains of the cytokine receptor [16, 17]. Both IL-2/anti-IL-2 and IL-15/IL-15RαFc
complexes have been shown to boost NK cell and memory CD8+ T cell numbers in mice and
to enhance their cytolytic capacity against viral-infected and cancer cells [16, 18–20]. Shortterm exposure of naïve mice with IL-2 complexes containing the anti-IL-2 mAb clone S4B6
has also been shown to enhance resistance and immunity against subsequent Listeria monocytogenes infection [21]. Additionally, IL-2 complexes containing the anti-IL-2 mAb clone JES61A12 have been studied for their beneficial role in Treg expansion and activation in models of
autoimmunity, infection and cancer [22]. However, whether IL-2/anti-IL-2 cytokine complexmediated cell expansion can be harnessed as an effective measure to boost immunity against
active TB, or to prevent TB reactivation after HIV co-infection, is not known.
A critical limitation for studies on Mtb/HIV co-infection is the lack of appropriate animal
models. Although several mouse and non-human primate models for TB have been developed
[23], these models are largely unsuitable to study HIV co-infection due to HIV’s restriction to
human cells. Simian immunodeficiency virus (SIV) infections in macaques mimic human HIV
infection, but for numerous reasons including ethical, financial and logistical ones this model
has substantial limitations. Similarly, the use of immunocompromised mice engrafted with
human hematopoietic progenitor cells (‘humanized mice’) [24] or infections of conventional
mice with ‘EcoHIV’, a modified HIV strain which infects mice [25], have only limited potential
as reliable, affordable and tractable HIV/Mtb co-infection animal models.
Our group has previously developed a murine TB ear dermis infection model that reflects
several aspects of human TB [26, 27]. In this model, Mtb only spreads to the spleen and lung in
mice lacking inducible nitric oxide synthase (iNOS) and these mice also develop human-like
lung granulomas [26]. In contrast, fully immunocompetent mice contain Mtb within the draining lymph node (LN) of the ear. We hypothesized that the transition from containment to systemic spread depending on the immunological status of the host should allow reactivation of
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latent TB in this model through depletion of CD4+ T cells. Recently it was proposed that TB
has characteristic features of lymphatic diseases with a pulmonary portal and that pulmonary
pathology primarily serves Mtb transmission [28]. In this context, using a latent lymphatic Mtb
infection model presents an opportunity to study Mtb reactivation from a lymphocentric perspective. The present study examines a modified version of the murine ear dermis Mtb infection model in conjunction with IL-2/anti-IL-2 complex treatment as a model for host-directed
immunotherapy to specifically boost and activate NK cells and CD8+ memory T cells during
progression to active TB as a consequence of CD4+ T cell deficiency.

Results
Depletion of CD4+ T cells reactivates chronic lymphatic Mtb infection
To study progression from LTBI to active TB as a consequence of CD4+ T cell deficiency, as it
occurs in HIV co-infection, we first adapted the murine ear dermis Mtb infection model [26,
27]. To this end, WT B6 mice were infected with 1 × 104 Mtb H37Rv in the ear dermis and
thereafter treated weekly with either anti-CD4 monoclonal antibody (mAb) (GK1.5) or PBS
(Fig 1A). Twenty eight days post-infection (p.i), the bacterial burden in ear-draining LNs,
spleen and lung was assessed. PBS-treated animals almost exclusively contained Mtb within
the draining LNs of the infected ear (Fig 1C). In some animals few bacteria were detected in the
spleen but never in the lung (Fig 1C). In contrast, in recipients of anti-CD4 mAb, Mtb not only
multiplied significantly within the LNs but also quickly exited the ear-draining LNs and spread
to spleen and lung in all animals (Fig 1C). Given that CD4+ T cells were efficiently depleted in
spleen, lung and LN in anti-CD4 mAb-treated animals (Fig 1B), we reasoned that this model
resembles progression from LTBI to active TB in human HIV/Mtb co-infection.

Fig 1. Depletion of CD4+ T cells reactivates chronic lymphatic Mtb infection. Naïve B6 mice were
infected i.d. with 1×104 Mtb H37Rv. At weekly intervals, mice received intraperitoneally (i.p.) a mAb against
mouse CD4 (GK1.5) or PBS (A). On day 28 p.i mice were sacrificed and ear-draining LNs, spleen and lung
were assessed for numbers of CD4+ T cells by FACS (B) and numbers of viable bacteria (C). Results are
presented as pooled data means ± SEM from one representative experiment (n = 4 mice per group). Statistical
analyses: Mann-Whitney U-test per organ; significant differences are indicated by asterisks: ** p<0.01;
*** p<0.001.
doi:10.1371/journal.pone.0158849.g001
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Non-CD4 immune cells can be expanded in WT and CD4-deficient mice
Next we assessed whether non-CD4 lymphocyte subsets that have been implicated in early
control of Mtb [9], can be targeted with IL-2/anti-IL-2 complexes to compensate for the loss of
CD4+ T cells [20, 22]. To this end, naïve WT mice and CD4-depleted mice were treated with
IL-2/anti-IL-2 complexes or PBS and Mtb-unrelated memory CD8+ T cells, NK cells and DN T
cells were enumerated (Fig 2A). In line with published data, the IL-2/anti-IL-2 complex containing the anti-IL-2 mAb clone S4B6 but not the mAb clone JES6-5H4 for seven consecutive

Fig 2. Non-CD4 immune cells can be numerically expanded by treatment with IL-2/anti-IL-2
complexes. Naïve B6 mice (A, D) and anti-CD4-treated B6 mice (C, E) were treated i.p. with IL-2/anti-IL-2
complexes on seven consecutive days (A). One day after the last administration, mice were sacrificed and
numbers of CD3+CD8+, CD3+CD8+CD44+, CD3+CD8+CD44+, CD3+CD4−CD8− (DN) and CD3−NK1.1+ cells
in spleen (B, D, E) and lung (C) were assessed by FACS. Results are presented as pooled data means ±
SEM from two pooled independent experiments (n = 8 mice per group). Statistical analyses: One-way
ANOVA followed by Bonferroni multiple comparison test for non-parametric samples; significant differences
are indicated by asterisks: ** p<0.01; *** p<0.001; n.s. not significant.
doi:10.1371/journal.pone.0158849.g002
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days [22] caused a significant (>30 fold) expansion of CD8+ T cells, DN T cells and NK cells in
spleen, lung and LNs of naïve B6 mice (Fig 2B and 2C and data not shown). Within the CD8+
T cell compartment, IL-2/anti-IL-2-complex-treatment only expanded CD44+ but not CD44−
cells, indicating its selective beneficial effect on memory CD8+ T cells (Fig 2D). Moreover,
when B6 mice were additionally treated with anti-CD4 mAb prior to IL-2/anti-IL-2 complex,
the numerical expansion of memory CD8+ T cells, DN T cells and NK cells was even more dramatic (Fig 2E). Collectively, these results demonstrate that non-CD4 immune cell populations,
which contribute to early protection against TB [9], can be significantly expanded using IL-2/
anti-IL-2 complex in both WT and CD4-deficient mice.

Numerical expansion of non-CD4 immune cells fails to reverse TB
reactivation
In order to assess the impact of IL-2/anti-IL-2 complex-mediated expansion of non-CD4
immune cell populations in the murine ear dermis infection model, we combined the antiCD4-mediated reactivation of Mtb (Fig 1) with the expansion of non-CD4 immune cell populations (Fig 2). To this end, B6 mice were i.d. infected with 1 × 104 Mtb H37Rv. Subsequently
two groups of mice were treated weekly with anti-CD4 mAb and one of these groups additionally with IL2/anti-IL-2 complexes for seven consecutive days (Fig 3A). Recipients of anti-CD4
mAb only showed a progressive increase in bacterial numbers in LNs, spleen and lung over
time (Fig 3B–3D). Additional IL-2/anti-IL-2 complex treatment did not decrease numbers of
viable bacteria in LNs, spleen or lung (Fig 3B–3D). These data indicate that the sole expansion
of non-CD4 T cell populations is insufficient to restrict bacterial growth after reactivation of
LTBI.
Additionally, we performed a comprehensive cytokine and lung histology analysis over
time. Although cells expanded as expected (Fig 3E), IL2/anti-IL-2 treatment increased lung
pathology over time (Fig 3G). Furthermore, although the IL-2/anti-IL-2 treatment appeared to
reduce the upregulation of pro-inflammatory cytokines only within the first 28 days, an obvious and consistent shift within the cytokine profile was not observed long-term (Fig 3F). Taken
together these results indicate that IL-2/anti-IL-2-mediated expansion of non-CD4 lymphocyte
populations fails to prevent reactivation of LTBI in this model. The overall exacerbation of bacterial burden and lung pathology over time even indicates that significant detrimental adverse
events were induced by these treatments.

Shorter IL-2/anti-IL-2 treatment reduces immune pathology but not
bacterial burden
Although initial studies described a maximum cell expansion after six to seven administrations
of IL-2/anti-IL-2 complex [22], it was later found that such prolonged exposure to IL-2/antiIL-2 complexes can lead to T cell anergy in mice [21]. In these latter studies only formulations
with three but not five IL-2/anti-IL2 administrations protected mice from subsequent Listeria
monocytogenes and vaccinia virus infection [21]. To explore whether the failure of IL-2/antiIL-2 treatment to reverse lymphatic Mtb reactivation in our model was due to T cell anergy, we
repeated the experiment described in Fig 3 with three instead of seven consecutive administrations of IL-2/anti-IL-2 complex (Fig 4A).
Consistent with our previous observations, mice treated with anti-CD4 mAb displayed elevated numbers of Mtb in LNs over time and progressively increasing numbers were detected
in spleen and lung (Fig 4B–4D). However, no reduction of Mtb numbers was observed when
mice were additionally treated with three doses of IL-2/anti-IL-2 complex (Fig 4B–4D). In
contrast to the longer IL-2/anti-IL-2 treatment, three doses significantly reduced abundance
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Fig 3. Expansion of non-CD4 immune cell populations fails to reverse reactivation of lymphatic LTBI.
Naïve B6 mice were infected i.d. with 1×104 Mtb H37Rv. In weekly intervals mice received a depleting mAb
against mouse CD4 (GK1.5) or PBS i.p. One group of mice received IL-2/anti-IL-2 complexes i.p. on seven
consecutive days (A). On days 14, 28, 50 and 125 p.i. mice were sacrificed and ear draining LNs, spleen and
lung were assessed for numbers of viable bacteria (B–D) and numbers of CD3+CD4+, CD3+CD8+CD44+ and
CD3−NK1.1+ cells (E). Serum concentrations of cytokines (F) and lung pathology (G) were determined.
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Results are presented as pooled data means ± SEM (B–D, G), individual data points (E), fold upregulation
relative to untreated controls (F) and representative images (G) from three pooled independent experiments
(n = 7–10 mice per group).
doi:10.1371/journal.pone.0158849.g003

Fig 4. T cell anergy does not explain failure to reverse Mtb reactivation. Naïve B6 mice were infected i.d.
with 1×104 Mtb H37Rv. In weekly intervals, mice received a depleting mAb against mouse CD4 (GK1.5) or
PBS i.p. One group of mice received IL-2/anti-IL-2 complexes i.p. on three consecutive days (A). On days 14,
28, 50 and 125 p.i., mice were sacrificed and ear-draining LNs, spleen and lung were assessed for numbers
of viable Mtb (B–D). Additionally, serum cytokine concentrations (E) and lung pathology (F) were determined.
Results are presented as pooled data means ± SEM (B–D, F), fold upregulation relative to untreated controls
(e) and representative images (f) from two pooled independent experiments (n = 7–10 mice per group).
doi:10.1371/journal.pone.0158849.g004
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of inflammatory cytokines, lung pathology and general inflammation at later time points (Fig
4E and 4F). Although severity of lung pathology was greatly reduced by IL-2/anti-IL-2 complex treatment, Mtb numbers in the lung were almost indistinguishable between anti-CD4
treated animals and anti-CD4 + IL-2/anti-IL-2-treated mice at day 140 p.i. These results indicate that despite the failure of IL-2/anti-IL-2 complex treatment to prevent TB reactivation,
lung pathology was ameliorated by this treatment regimen. Hence further investigations into
the effects of IL-2/anti-IL-2 complex-mediated expansion of non-CD4 immune cells are
warranted.

Discussion
Here we describe a tractable mouse model to study latent lymphatic Mtb infection, the progression to active TB after loss of CD4+ T cells and the impact of preventive expansion of non-CD4
lymphocytes by host-directed therapy. More specifically, we show that i.d. infection of B6 mice
with Mtb resulted in LTBI restricted to ear-draining LNs. Treatment of latently infected mice
with anti-CD4 mAb caused TB reactivation and systemic spread of Mtb to spleen and lung,
mimicking the rapid progression from LTBI to TB in HIV+ individuals. Additionally, we report
that prophylactic host-directed therapy with IL-2/anti-IL-2 complexes to expand non-CD4
lymphocytes participating in protection against TB, fails to prevent TB reactivation in this
model. Although our results indicate limited potential of IL-2/anti-IL-2-mediated cell expansion as adjunctive host-directed therapy in Mtb/HIV co-infected individuals, the mouse model
described can be further exploited to study other aspects of Mtb reactivation and other treatment regimens.
During the development of ART, recombinant IL-2 has been trialed as adjunctive AIDS
treatment by boosting CD4+ T cell numbers during ART. Indeed these approaches caused substantial and sustained increases in CD4+ T cell numbers yet; no clinically significant benefits of
IL-2 treatment over ART alone were observed [29–31]. IL-2 treatment has been more successfully used for treatment of persistent co-infections with drug-resistant mycobacteria in HIV+
individuals [32]. These studies aimed at numerical expansion of CD4+ T cell numbers to ameliorate infections with various opportunistic bacterial and parasitic pathogens in AIDS patients.
Given the better understanding of the role of non-CD4+ immune cells in early control of severe
bacterial infections, including Mtb and non-typhoidal Salmonella [9, 33, 34], we assessed beneficial effects of boosting these cell types with IL-2/anti-IL-2 complexes. The apparent failure of
this approach in our newly established mouse model of progression from LTBI to active TB
could be due to the following non-mutually exclusive explanations: (i) transient expansion of
non-CD4 cell populations after IL-2/anti-IL-2 treatment; (ii) requirement of prophylactic
rather than preventive expansion of cell populations; (iii) activation of a pro-inflammatory
cytokine ‘storm’ that supports rather than limits initial Mtb replication; and (iv) toxic side
effects of high doses of IL-2, such as vascular leakage syndrome [35], promoting Mtb spread. It
is also unclear whether the IL-2/anti-IL-2 complexes remained stable and how much free IL-2
was administered. This obstacle could be overcome by using a stable chimeric protein of IL-2
and the anti-IL-2 clone S4B6 [36]. The hyper inflammatory response caused by IL-2/anti-IL-2
treatment in our model could also resemble aspects of the immune reconstitution inflammatory syndrome (IRIS) that is frequently seen in Mtb-infected AIDS patients on ART after
recovery of the immune system begins [37]. Furthermore, in vivo administration of anti-CD4
mAb likely also affects other Mtb-containing CD4+ cell types such as dendritic cells and macrophages. Depletion of these cell types may also impact the containment of LTBI in our model
and may mask any beneficial effects of IL-2/anti-IL-2 treatment. All of these issues require further investigations and more refined models.
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IL-2 complexes have been used successfully in several other models. For example, Kanimura
and colleagues have trialed IL-2/anti-IL-2 complex treatment in a mouse model of B16 melanoma [38], and Tomala and colleagues in a mouse model of BCL1 leukemia [39] as cancer
immunotherapy. In these models, IL-2/anti-IL-2 complexes administered early after tumor
inoculation significantly increased the survival rate of mice [35]. Similarly, in a mouse model
of gamma-herpesvirus infection, IL-2 complex-mediated expansion of CD8+ T and NK cell
populations significantly reduced viral load in a perforin- and granzyme-dependent, IFN-γindependent manner [40]. To our knowledge, no data are available yet on any clinical use of
IL-2/anti-IL-2 complexes in humans.
IL-15/IL-15Rα-Fc complexes have been shown to significantly expand populations of memory CD8+ T cells, NK cells and DN T cells. In contrast to IL-2, IL-15 operates as a membranebound complex in conjunction with the IL-15Rα-chain. This process, termed trans-presentation, allows more direct and more fine-tuned delivery of the cytokine signal to the recipient cell
[35], a relevant feature for clinical application. Additionally, IL-15/IL-15Rα-Fc complexes do
not induce Treg cells, as some IL-2/anti-IL-2 complexes do, and could therefore have more
potent effects. Whether IL-15/IL-15Rα-Fc complexes would perform better than IL-2/anti-IL2 complexes in our model of Mtb reactivation remains to be investigated.
In summary, our results provide a tractable and reproducible mouse model to study the
dynamics of progression from lymphatic LTBI to active TB following the loss of CD4+ T cells.
Furthermore, our findings suggest only limited potential of IL-2/anti-IL-2 complexes as
adjunctive therapy of Mtb/HIV co-infection. Finally, these results underpin the importance of
appropriate models to mimic Mtb/HIV co-infection which allow broad-scale testing of host
directed therapies.

Materials and Methods
Ethics Statement
All experiments were conducted in accordance with requirements of and approval by the State
Office for Health and Social Services (Landesamt für Gesundheit und Soziales), Berlin, Germany (G0031/13, T 0087/13).

Mice
C57BL/6 mice were purchased from Charles River, Sulzfeld, Germany and maintained in the
animal facilities of the Max Planck Institute for Infection Biology, Berlin, Germany. For
infection experiments, all mice were sex- and age-matched, and kept in-house in a biosafety
level 3 facility under specific pathogen free (SPF) conditions. Mice were sacrificed by cervical
dislocation.

Bacteria
Mtb H37Rv was grown in Middlebrook 7H9 broth (BD Biosciences) supplemented with 0.2%
glycerol, 0.05% Tween 80 and 10% ADC enrichment (BD Biosciences) Mid-logarithmic cultures were harvested, washed in PBS and stored at –80°C.

Infections and enumeration of bacteria
For i.d. infections, mice were anesthetized via i.p. injections of Rompun (5 mg/kg; Bayer) and
ketamin (50 mg/kg) and were subsequently infected with 1×104 cfu Mtb H37Rv in the ear dermis in a volume of 50 μl. At designated time points, serial dilutions of tissue homogenates were
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plated onto Middlebrook 7H11 agar supplemented with 10% OADC Enrichment (BD Biosciences) and ampicillin (25 μg/ml). Cfu were determined after 3–4 weeks incubation at 37°C.

mAb-mediated depletion of CD4+ T cells and assessment of depletion
CD4+ T cells were depleted from B6 mice by weekly i.p. injections of 200 μg mAb against CD4
(clone GK1.5). mAb were produced in-house from hybridoma cell lines.

IL-2/anti-IL-2 complex-mediated cell expansion
IL-2/anti-IL-2 complexes were prepared as previously described [22, 41]. Briefly, 1.5 μg of
recombinant mouse IL-2 (eBiosciences) and 10 μg of anti-IL-2 mAb (clone S4B6, produced in
house) were mixed, incubated at 37°C for 30 min, and administered i.p. in a volume of 200 μl
for up to seven consecutive days.

Isolation of lung leukocytes
Lungs were perfused with PBS, extracted, mechanically disrupted and digested via incubation
for 30 min with RPMI 1640 medium supplemented with glutamine, Na-pyruvate, 2-ME, penicillin, streptomycin, 10% heat-inactivated FCS, collagenase D (Roche) and collagenase type
VIII (Sigma-Aldrich). Subsequently, red blood cell depleted, single-cell suspensions were prepared as described elsewhere.

Flow cytometry
To assess expression of surface antigens, viable, red blood cell-depleted single splenocytes were
stained with mAb (all from BD Pharmingen) against CD4 (GK1.5), CD8α (53–6.7), CD3 (1452C11), CD44 (1M7) and NK1.1 (PK136) as described elsewhere. After washing the cells, samples were analyzed using a FACSCantoII or LSRII analyzers (BD Biosciences, CA). Propidium
iodide (2 μg/ ml) was added to exclude dead cells.

Histology
Lung lobes were collected aseptically, fixed overnight with 4% w/v paraformaldehyde and
embedded in paraffin. Two-μm tissues sections were stained with Giemsa or TB Flour according to standard protocols as described elsewhere [42].

Multiplex
Blood for serum analysis was taken post mortem from the aorta abdominalis and collected in
serum separator tubes (BD), left for 30 min at room temperature, followed by centrifugation at
12,000 × g for 3 min. Sera were stored at –20°C until analysis. Measurements were performed
using a multiplex bead-based immunoassay kits (Bio-Rad) according to manufacturer’s
instructions. Samples were acquired on a Bio-Rad instrument.

Data and statistical analysis
Flow cytometry data was analyzed using FlowJo software (Treestar, CA) and statistical analysis
was performed using GraphPad Prism Version 5.04, GraphPad software, San Diego, CA as
indicated in individual figure legends.

Acknowledgments
We thank M.L. Grossman for editorial assistance.

PLOS ONE | DOI:10.1371/journal.pone.0158849 July 8, 2016

10 / 13

A Mouse Model for Reactivation of Latent Tuberculosis

Author Contributions
Conceived and designed the experiments: AK SHEK. Performed the experiments: AK UZ MS.
Analyzed the data: AK. Wrote the paper: AK SHEK.

References
1.

UNAIDS. Global Report: UNAIDS report on the global AIDS epidemic 2013. 2013.

2.

WHO. Global Tuberculosis Report 2014. World Health Organization. 2014.

3.

O'Garra A, Redford PS, McNab FW, Bloom CI, Wilkinson RJ, Berry MP. The immune response in tuberculosis. Annu Rev Immunol 2013; 31:475–527. Epub 2013/03/23. doi: 10.1146/annurev-immunol032712-095939 PMID: 23516984.

4.

Gengenbacher M, Kaufmann SH. Mycobacterium tuberculosis: success through dormancy. FEMS
Microbiol Rev 2012; 36(3):514–32. Epub 2012/02/11. doi: 10.1111/j.1574-6976.2012.00331.x PMID:
22320122; PubMed Central PMCID: PMCPmc3319523.

5.

Veazey RS, DeMaria M, Chalifoux LV, Shvetz DE, Pauley DR, Knight HL, et al. Gastrointestinal tract as
a major site of CD4+ T cell depletion and viral replication in SIV infection. Science 1998; 280
(5362):427–31. Epub 1998/05/09. PMID: 9545219.

6.

Kasprowicz VO, Cheng TY, Ndung'u T, Sunpath H, Moody DB, Kasmar AG. HIV disrupts human T
cells that target mycobacterial glycolipids. J Infect Dis 2015. Epub 2015/09/17. doi: 10.1093/infdis/
jiv455 PMID: 26374910.

7.

Favre D, Lederer S, Kanwar B, Ma ZM, Proll S, Kasakow Z, et al. Critical loss of the balance between
Th17 and T regulatory cell populations in pathogenic SIV infection. PLoS Pathog 2009; 5(2):e1000295.
Epub 2009/02/14. doi: 10.1371/journal.ppat.1000295 PMID: 19214220; PubMed Central PMCID:
PMCPmc2635016.

8.

Manjaly Thomas ZR, McShane H. Aerosol immunisation for TB: matching route of vaccination to route
of infection. Trans R Soc Trop Med Hyg 2015; 109(3):175–81. Epub 2015/02/01. doi: 10.1093/trstmh/
tru206 PMID: 25636950; PubMed Central PMCID: PMCPmc4321022.

9.

Kupz A, Zedler U, Stäber M, Perdomo C, Dorhoi A, Brosch R, et al. ESAT-6–dependent cytosolic pattern recognition drives noncognate tuberculosis control in vivo. J Clin Invest 126(6). doi: 10.1172/
JCI84978

10.

Carson WE, Giri JG, Lindemann MJ, Linett ML, Ahdieh M, Paxton R, et al. Interleukin (IL) 15 is a novel
cytokine that activates human natural killer cells via components of the IL-2 receptor. J Exp Med 1994;
180(4):1395–403. PMID: 7523571

11.

Zwirner N, Domaica C. Cytokine regulation of natural killer cell effector functions. BioFactors 2010; 36
(4):274–88. doi: 10.1002/biof.107 PMID: 20623510

12.

Ku CC, Murakami M, Sakamato A, Kappler J, Marrack P. Control of homeostasis of CD8(+) memory T
cells by opposing cytokines. Science 2000; 288(5466):675–8. ISI:000086727100045. PMID: 10784451

13.

Sprent J, Surh CD. Generation and maintenance of memory T cells. Curr Opin Immunol 2001; 13
(2):248–54. PMID: 11228420

14.

Li XC, Demirci G, Ferrari-Lacraz S, Groves C, Coyle A, Malek TR, et al. IL-15 and IL-2: a matter of life
and death for T cells in vivo. Nat Med 2001; 7(1):114–8. PMID: 11135625

15.

Nishimura H, Hiromatsu K, Kobayashi N, Grabstein KH, Paxton R, Sugamura K, et al. IL-15 is a novel
growth factor for murine gamma delta T cells induced by Salmonella infection. J Immunol 1996; 156
(2):663–9. ISI:A1996TP36600031. PMID: 8543818

16.

Stoklasek TA, Schluns KS, Lefrançois L. Combined IL-15/IL-15Rα Immunotherapy Maximizes IL-15
Activity In Vivo. J Immunol 2006; 177(9):6072–80. PMID: 17056533

17.

Stonier S, Schluns K. Trans-presentation: a novel mechanism regulating IL-15 delivery and responses.
Immunol Lett 2010; 127(2):85–92. doi: 10.1016/j.imlet.2009.09.009 PMID: 19818367

18.

Epardaud M, Elpek KG, Rubinstein MP, Yonekura A-r, Bellemare-Pelletier A, Bronson R, et al. Interleukin-15/Interleukin-15Rα Complexes Promote Destruction of Established Tumors by Reviving TumorResident CD8+ T Cells. Cancer Research 2008; 68(8):2972–83. doi: 10.1158/0008-5472.can-08-0045
PMID: 18413767

19.

Dubois S, Patel HJ, Zhang M, Waldmann TA, Müller JR. Preassociation of IL-15 with IL-15Rα-IgG1-Fc
Enhances Its Activity on Proliferation of NK and CD8+/CD44high T Cells and Its Antitumor Action. J
Immunol 2008; 180(4):2099–106. PMID: 18250415

20.

Huntington ND, Legrand N, Alves NL, Jaron B, Weijer K, Plet A, et al. IL-15 trans-presentation promotes
human NK cell development and differentiation in vivo. J Exp Med 2009; 206(1):25–34. doi: 10.1084/
jem.20082013 PMID: 19103877

PLOS ONE | DOI:10.1371/journal.pone.0158849 July 8, 2016

11 / 13

A Mouse Model for Reactivation of Latent Tuberculosis

21.

Hamilton SE, Schenkel JM, Akue AD, Jameson SC. IL-2 Complex Treatment Can Protect Naive Mice
from Bacterial and Viral Infection. J Immunol 2010; 185(11):6584–90. doi: 10.4049/jimmunol.1001215
PMID: 21037095

22.

Boyman O, Kovar M, Rubinstein M, Surh C, Sprent J. Selective stimulation of T cell subsets with antibody-cytokine immune complexes. Science 2006; 311(5769):1924–7. PMID: 16484453

23.

Pawlowski A, Jansson M, Skold M, Rottenberg ME, Kallenius G. Tuberculosis and HIV co-infection.
PLoS Pathog 2012; 8(2):e1002464. Epub 2012/03/01. doi: 10.1371/journal.ppat.1002464 PMID:
22363214; PubMed Central PMCID: PMCPmc3280977.

24.

Traggiai E, Chicha L, Mazzucchelli L, Bronz L, Piffaretti JC, Lanzavecchia A, et al. Development of a
human adaptive immune system in cord blood cell-transplanted mice. Science 2004; 304(5667):104–7.
Epub 2004/04/06. doi: 10.1126/science.1093933 PMID: 15064419.

25.

Potash MJ, Chao W, Bentsman G, Paris N, Saini M, Nitkiewicz J, et al. A mouse model for study of systemic HIV-1 infection, antiviral immune responses, and neuroinvasiveness. Proc Natl Acad Sci U S A
2005; 102(10):3760–5. Epub 2005/02/25. doi: 10.1073/pnas.0500649102 PMID: 15728729; PubMed
Central PMCID: PMCPmc553332.

26.

Reece ST, Loddenkemper C, Askew DJ, Zedler U, Schommer-Leitner S, Stein M, et al. Serine protease
activity contributes to control of Mycobacterium tuberculosis in hypoxic lung granulomas in mice. J Clin
Invest 2010; 120(9):3365–76. doi: 10.1172/jci42796 PMID: 20679732

27.

Duque-Correa MA, Kuhl AA, Rodriguez PC, Zedler U, Schommer-Leitner S, Rao M, et al. Macrophage
arginase-1 controls bacterial growth and pathology in hypoxic tuberculosis granulomas. Proc Natl Acad
Sci U S A 2014; 111(38):E4024–32. Epub 2014/09/10. doi: 10.1073/pnas.1408839111 PMID:
25201986; PubMed Central PMCID: PMCPMC4183271.

28.

Behr MA, Waters WR. Is tuberculosis a lymphatic disease with a pulmonary portal? Lancet Infect Dis
2014; 14(3):250–5. Epub 2013/11/26. doi: 10.1016/s1473-3099(13)70253-6 PMID: 24268591.

29.

Kovacs JA, Baseler M, Dewar RJ, Vogel S, Davey RT Jr, Falloon J, et al. Increases in CD4 T lymphocytes with intermittent courses of interleukin-2 in patients with human immunodeficiency virus infection.
A preliminary study. N Engl J Med 1995; 332(9):567–75. Epub 1995/03/02. doi: 10.1056/
nejm199503023320904 PMID: 7646637.

30.

Kovacs JA, Vogel S, Albert JM, Falloon J, Davey RT Jr, Walker RE, et al. Controlled trial of interleukin-2
infusions in patients infected with the human immunodeficiency virus. N Engl J Med 1996; 335
(18):1350–6. Epub 1996/10/31. doi: 10.1056/nejm199610313351803 PMID: 8857018.

31.

Abrams D, Levy Y, Losso MH, Babiker A, Collins G, Cooper DA, et al. Interleukin-2 therapy in patients
with HIV infection. N Engl J Med 2009; 361(16):1548–59. Epub 2009/10/16. doi: 10.1056/
NEJMoa0903175 PMID: 19828532.

32.

Heyckendorf J, Aries SP, Greinert U, Richter E, Schultz H, Lange C. Functional Immune Reconstitution
by Interleukin-2 Adjunctive Therapy for HIV/Mycobacterial Co-infection. Emerg Infect Dis 2015; 21
(9):1685–7. Epub 2015/08/21. doi: 10.3201/eid2109.150461 PMID: 26291675; PubMed Central
PMCID: PMCPmc4550166.

33.

Kupz A, Guarda G, Gebhardt T, Sander L, Short K, Diavatopoulos D, et al. NLRC4 inflammasomes in
dendritic cells regulate noncognate effector function by memory CD8(+) T cells. Nat Immunol 2012; 13
(2):162–9. doi: 10.1038/ni.2195 PMID: 22231517

34.

Kupz A, Scott TA, Belz GT, Andrews DM, Greyer M, Lew AM, et al. Contribution of Thy1+ NK cells to
protective IFN-γ production during Salmonella Typhimurium infections. Proc Natl Acad Sci U S A 2013;
110(6):2252–7. doi: 10.1073/pnas.1222047110 PMID: 23345426

35.

Votavova P, Tomala J, Kovar M. Increasing the biological activity of IL-2 and IL-15 through complexing
with anti-IL-2 mAbs and IL-15Rα-Fc chimera. Immunol Lett 2014; 159(1–2):1–10. doi: 10.1016/j.imlet.
2014.01.017 PMID: 24512738

36.

Tomala J, Kovarova J, Kabesova M, Votavova P, Chmelova H, Dvorakova B, et al. Chimera of IL-2
Linked to Light Chain of anti-IL-2 mAb Mimics IL-2/anti-IL-2 mAb Complexes Both Structurally and
Functionally. ACS Chemical Biology 2013; 8(5):871–6. doi: 10.1021/cb3007242 PMID: 23419043

37.

Lai RP, Meintjes G, Wilkinson RJ. HIV-1 tuberculosis-associated immune reconstitution inflammatory
syndrome. Semin Immunopathol 2016; 38(2):185–98. Epub 2015/10/02. doi: 10.1007/s00281-0150532-2 PMID: 26423994; PubMed Central PMCID: PMCPMC4779131.

38.

Kamimura D, Sawa Y, Sato M, Agung E, Hirano T, Murakami M. IL-2 In Vivo Activities and Antitumor
Efficacy Enhanced by an Anti-IL-2 mAb. J Immunol 2006; 177(1):306–14. doi: 10.4049/jimmunol.177.1.
306 PMID: 16785526

39.

Tomala J, Chmelova H, Mrkvan T, Rihova B, Kovar M. In Vivo Expansion of Activated Naive CD8+ T
Cells and NK Cells Driven by Complexes of IL-2 and Anti-IL-2 Monoclonal Antibody As Novel Approach
of Cancer Immunotherapy. J Immunol 2009; 183(8):4904–12. doi: 10.4049/jimmunol.0900284 PMID:
19801515

PLOS ONE | DOI:10.1371/journal.pone.0158849 July 8, 2016

12 / 13

A Mouse Model for Reactivation of Latent Tuberculosis

40.

Molloy MJ, Zhang W, Usherwood EJ. Cutting Edge: IL-2 Immune Complexes As a Therapy for Persistent Virus Infection. J Immunol 2009; 182(8):4512–5. doi: 10.4049/jimmunol.0804175 PMID: 19342623

41.

Waithman J, Gebhardt T, Davey GM, Heath WR, Carbone FR. Cutting Edge: Enhanced IL-2 Signaling
Can Convert Self-Specific T Cell Response from Tolerance to Autoimmunity. J Immunol 2008; 180
(9):5789–93. PMID: 18424696

42.

Schneider B, Korbel D, Hagens K, Koch M, Raupach B, Enders J, et al. A role for IL-18 in protective
immunity against Mycobacterium tuberculosis. Eur J Immunol 2010; 40(2):396–405. doi: 10.1002/eji.
200939583 PMID: 19950174

PLOS ONE | DOI:10.1371/journal.pone.0158849 July 8, 2016

13 / 13

