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Abstract
Pancreatic ductal adenocarcinoma (PDAC) is the fourth most common cause of cancer death in North America.
Activating KRAS mutations and Smad4 loss occur in approximately 90% and 55% of PDAC, respectively. While their
roles in the early stages of PDAC development have been confirmed in genetically modified mouse models, their
roles in the multistep malignant transformation of human pancreatic duct cells have not been directly demonstrated.
Here, we report that Smad4 represents a barrier in KRAS-mediated malignant transformation of the near normal
immortalized human pancreatic duct epithelial (HPDE) cell line model. Marked Smad4 downregulation by shRNA in
KRASG12V expressing HPDE cells failed to cause tumorigenic transformation. However, KRAS-mediated malignant
transformation occurred in a new HPDE-TGF-β resistant (TβR) cell line that completely lacks Smad4 protein
expression and is resistant to the mito-inhibitory activity of TGF-β. This transformation resulted in tumor formation
and development of metastatic phenotype when the cells were implanted orthotopically into the mouse pancreas.
Smad4 restoration re-established TGF-β sensitivity, markedly increased tumor latency by promoting apoptosis, and
decreased metastatic potential. These results directly establish the critical combination of the KRAS oncogene and
complete Smad4 inactivation in the multi-stage malignant transformation and metastatic progression of normal
human HPDE cells.
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Introduction

engineered to express the KRASG12D oncogene in the
developing pancreas can recapitulate the advancement of
PanIN lesions seen in patients, however only a subset of mice
develop invasive and metastatic PDAC [5,6]. The incomplete
progression to invasive adenocarcinoma indicates that KRAS
alone is insufficient for malignant transformation of the
pancreatic duct epithelium.
The TGF-β signaling pathway is frequently disrupted in
pancreatic cancer, and Smad4 loss is found in ~55% of PDAC
has been associated with advanced disease and distant
metastases [7,8]. Smad4 plays a crucial role in the canonical
TGF-β signaling pathway. Briefly, the TGF-β ligand binds to its
receptor complex resulting in the phosphorylation of Smad2
and Smad3 which enables their binding to Smad4. This Smad
oligomer forms part of the transcriptional complex that
regulates processes such as cell cycle progression and

Pancreatic cancer is the fourth leading cause of cancer
death in North America with an overall five year survival rate of
<5% [1]. Pancreatic tumors primarily arise from the duct and
are referred to as pancreatic ductal adenocarcinoma (PDAC).
The progression from normal duct epithelium to invasive
carcinoma is characterized by the accumulation of genetic
changes which advance precursor lesions called pancreatic
intraepithelial neoplasias (PanINs) [2]. KRAS mutations are
found in >90% of invasive PDAC and during the multi-stage
PDAC carcinogenesis, its occurrence has been shown to
precede the inactivation of tumor suppressors p16 (95%), p53
(75%), and Smad4 (55%) [3]. Active KRAS stimulates
downstream pathways involved in cell survival, motility, and
proliferation [4]. Genetically modified mouse models (GEMMs)
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PCR. Quantitative real-time RT-PCR (qPCR):

extracellular matrix protein expression [9]. Targeted Smad4
inactivation in the mouse pancreas does not initiate
tumorigenesis, however concomitant Smad4 loss and
KRASG12D expression leads to the rapid development of PanIN
lesions and cystic tumors [10-12].
We utilized cells derived from normal human pancreatic duct
to dynamically study the contribution of these genetic changes
in pancreatic carcinogenesis in vitro. Previously we reported
that KRASG12V expression in an immortalized near normal
human pancreatic duct epithelial (HPDE) cell line led to
stochastic and incomplete tumorigenic transformation [13]. The
H6c7 cell line was a clone of the HPDE6-E6E7 cell line that
was immortalized by retroviral transduction of the HPV16-E6E7
genes, which deregulated G1-S checkpoint and p53 pathways
[14]. In the current study, we have investigated the
consequences of Smad4 loss alone and in combination with
KRASG12V oncogene to further delineate its role in the context of
multi-stage human pancreatic duct cell carcinogenesis and
malignant progression. To examine Smad4 loss we utilized
shRNA targeted against Smad4 in the H6c7 cell line, and
established a novel cell line derived from the H6c7 cell line
called H6c7-TβR (abbreviated as TβR), which completely lacks
Smad4 protein expression.

Total RNA was isolated from cells and PCR was performed
as described before [15]. For Smad4 gene copy number:
genomic DNA (gDNA) was isolated from cells using the
DNAeasy kit (Qiagen, Toronto, Ontario). Gene copy number
was determined as described before [18]. Briefly, Smad4 copy
number was assessed by comparing the CT values from three
primer sets against the standard curve. gDNA isolated from the
H6c7 cell line served as the control. Copy number was
calculated using Stratagene Mx3000P (Agilent, Mississauga,
Ontario). Methylation specific PCR (MSP): MSP was perfomed
using gDNA isolated from cells and bisulfite treated gDNA
using the EpiTect bisulfite kit (Qiagen). Bisulfite treated gDNA
was amplified using using AmpliTaq (Applied Biosystems,
Burlington, ON, Canada) and primers were designed using the
MethPrimer program [19]. Primer sequences are listed in Table
S1 in File S1.

Animals
All studies were conducted using protocols approved by the
Animal Care Committee of the Ontario Cancer Institute. Tumor
growth and implantation was assessed as described before
[13]. Briefly, 2x106 cells were suspended in 50 µl medium
supplemented with 10% or 20% Matrigel for subcutaneous or
pancreatic orthotopic implantation in NOD SCID mice,
respectively (BD, Mississauga, ON, Canada). Mice were
euthanized once subcutaneous tumors reached a length of 1.5
cm, or if mice presented with deteriorating clinical condition
(abdomen distension, weight loss exceeding 20% of normal
body weight, and hunched appearance).

Materials and Methods
Cell culture and in vitro assays. The H6c7 cell lines were
derived from normal human pancreatic duct explant and
immortalized using amphotropic retrovirus, LXSN16E6E7,
containing the E6 and E7 genes of HPV-16 [14]. All H6c7
derived cell lines were grown in keratinocyte serum-free media
(Lonza, Basel, Switzerland) as previously described [15]. TGFβ sensitivity was assessed after TGF-β exposure (R&D
Systems, Minneapolis, MN, USA), as previously described [13].
Invasion assays were performed as previously described [15].
Cells were treated with 26 μM 5-azacytidine or vehicle (50%
acetic acid; Sigma Aldrich, Oakville, ON, Canada) for 7 days
prior to RNA or protein isolation.

Immunoblotting
Immunoblotting was performed as previously described [15].
Briefly, proteins were applied to SDS polyacrylamide gels and
assayed for KRAS activity (Upstate, Burlington, ON, Canada),
KRAS, PAI-1 Smad4 (Santa Cruz Biotechnology, Dallas, TX,
USA); phospho- and total Smad2 and Smad3 (R&D Systems);
GAPDH (Cell Signaling); β-actin (Sigma Aldrich). Visualization
was accomplished by using horseradish peroxidase-linked antirabbit and anti-mouse secondary antibodies (Cell Signaling,
Boston, MA, USA) and ECL-Prime Western blotting kit (GE
Biosciences, Pittsburgh, PA, USA).

Smad4 small hairpin RNA gene silencing
Smad4 expression was stably downregulated by shRNA
retroviral transduction method using Phoenix-amphotropic
packaging cell line (ATCC, Manassas, VA, USA). The shRNA
sequences were ligated into the pSUPER GFP retrovirus
vector after linearization with BglII and HindIII (New England
Biolabs,
Whitby, ON, Canada). The shRNA oligonucleotides used
were:
S4KD1:
ggacaatatgtctattacgaa;
S4KD2:
gcagtgactttgtatagagaa; S4KD3: actgctaaattctatgttaaa; S4KD4:
ggtggagagagtgaaacattt; and non-silencing (NS) control siRNA
sequence: ttctccgaacgtgtcacgt (Qiagen, Venlo, Netherlands ).

Immunohistochemistry
Immunohistochemistry was performed as previously
described [15]. AE1/AE3 human cytokeratin 7 and cytokeratin
20 antibody (Dako, Burlington, ON, Canada), Smad4 (Santa
Cruz Biotechnology), cleaved caspase-3 (Cell Signaling),
MIB1/Ki67 (Dako), human chromosome 17 SISH detection kit
(Ventana, Tuscon, AZ, USA), and cleaved PARP (Abcam,
Cambridge, MA, USA) were used as directed in product
protocols. AE1/AE3 and/or chromosome 17 SISH positively
stained sections were used to count metastases and Aperio
ImageScope (Vista, CA, USA) software was used to determine
the area of the metastases. The positive pixel algorithm in the
ImageScope program was utilized to quantify the degree of
positive staining.

KRAS and Smad4 expression constructs
KRASG12V expression was performed as described before
[16]. Smad4 expression construct was purchased from Open
Biosystems (Ottawa, ON, Canada) and the plko.Smad4-EGFP
vector was generated using our modified Gateway cloning
system (Invitrogen, Burlington, ON, Canada) [17].
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Microarray analysis

Establishment of a TGF-β resistant H6c7 cell line

Transcriptional profiling was performed on the H6c7, TβR,
TβR-pBp, TβR-KRAS, TβR-KRAS-EV, and TβR-KRAS-Smad4
cell lines using the Illumina HumanOmni5-Quad, respectively
(Illumina, San Diego, CA, USA). The microarray data were
normalized
using
log2-transformation
and
quantile
normalization. Moderated paired t-tests were used to compare
samples and controls. ASCAT was used to identify copy
number amplification and deletion regions. Common
differences in fold changes that were > 2-fold were included in
our analyses carried out using SAS v9.2. GO and KEGG
annotations were carried out using the Database for
Annotation, Visualization and Integrated Discovery (DAVID)
v6.7.

Since our above findings revealed that incomplete Smad4
expression
loss
does
not
permit
KRAS-mediated
transformation of H6c7 cells, we then developed a novel cell
line that completely lacks Smad4 expression. This was
achieved by culturing H6c7 cells in medium with incremental
concentrations of TGF-β until resistance to growth inhibition
was attained, thus this cell line was named H6c7-TGF-βResistant (TβR; Figure 1A). Compared to H6c7 cells, qPCR
revealed undetectable Smad4 mRNA expression in the TβR
cell line and a 30% reduction in Smad4 copy number (Figure
2A). We investigated other possible mechanisms affecting
Smad4 expression loss since the loss of expression was only
partially accounted for by copy number loss. Methylation
specific PCR (MSP) performed on bisulfite treated genomic
DNA isolated from the H6c7 and TβR lines demonstrated
promoter methylation in the TβR line, and treatment with
methyltransferase inhibitor, 5-azacytidine, partly restored
Smad4 expression (Figures 2B-D). Altogether these results
suggest that continuous culture of H6c7 cells in TGF-β led
Smad4 silencing through gene copy loss and promoter
methylation.

Statistical analysis
Tumor and cell growth were analyzed using linear
regression, survival was calculated using Cox-proportional
hazard tests, Fisher’s exact test was utilized to compare rates
of metastasis between TβR-KRAS-EV and TβR-KRAS-Smad4
orthotopic models, differential immunostaining between the
TβR-KRAS-EV and TβR-KRAS-Smad4 orthotopic xenografts
were analyzed using student t-test, and data as indicated were
analyzed using ANOVA, and student t-test using GraphPad
Prism 5 (La Jolla, CA, USA). Data in figures are presented as
the means ± SEM. P values <0.05 were considered significant.

KRASG12V expression in the H6c7-TβR cell line induces
tumorigenicity
Stable KRASG12V expression in the TβR cell line was
achieved using an amphotropic retrovirus (Figure 3A and
Figure S2A). KRAS activity was markedly higher in the TβRKRAS cell line, but this did not manifest in enhanced
proliferation rate, as compared to control TβR-pBp line (Figure
3A and Figure S2B). Copy number analysis revealed a 45%
decrease in the number of Smad4 copies in the TβR-KRAS cell
line and Smad4 promoter methylation as revealed by MSP
analysis demonstrated that Smad4 gene expression was
silenced by promoter methylation (Figure S2C). In contrast,
Smad2 mRNA expression remained unchanged. Decreases in
Smad3 mRNA expression were found in the TβR-pBp and
TβR-KRAS lines, but this had no effect on protein expression
(Figure 3B; and Figure S2D). TGFBR2 expression was
reduced by 45% in the TβR line and KRAS expression further
decreased TGFBR1 expression by 74%, but the decline in
receptor expression had no effect receptor activated Smad
phosphorylation (Figure 3B). The TβR-KRAS cell line
maintained insensitivity to mito-inhibitory effects of TGF-β
similarly to the parental TβR line (Figure 3C). Importantly and
in contrast to the H6c7-S4KD2 cell line, PAI-1 and Smad7 were
not induced after TGF-β treatment of the TβR line (Figure 3D
and Figure S2E). The TβR cells constitutively showed a 5-fold
higher invasive ability compared to the Hc67 cell line (n=6;
p<0.05; Figure 3E). However, neither KRASG12V expression nor
TGF-β stimulation further increased invasiveness, suggesting
that the TβR cell lines have reached maximal invasive capacity
that is attainable by the H6c7 cells.
Subcutaneous implantation of the TβR and TβR-pBp cell
lines failed to form tumors in non-obese diabetic (NOD)-severe
combined immune deficient (SCID) mice (n=5; Table 1). In
contrast, the subcutaneous and orthotopic implantation of the
TβR-KRAS cell line into the NOD-SCID mice led to tumor

Results
Incomplete Smad4 knockdown by shRNA and KRASG12V
expression promotes invasion, but not tumorigenicity.
To assess the consequences of Smad4 deficiency in the
H6c7 cells, we stably transduced four different retroviral short
hairpin RNA (shRNA) Smad4 constructs (S4KD) and a nonspecific (NS) shRNA construct (Figure 1A and Figures S1A-B).
Smad4 expression was significantly attenuated by the shRNA
sequence, S4KD2 (Figure 1B). To determine if Smad4
inactivation synergises with KRAS oncogene activation, Smad4
was knocked down by 80% in a KRASG12V expressing H6c7 cell
line (H6c7-KRAS; Figures 1A-B and Figures S1C-E). KRAS
was demonstrated to be active, and mRNA expression of
Smad2, Smad3, TGFBR1, and TGFBR2 remained unchanged
after KRASG12V expression and/or Smad4 knockdown (Figures
1B and Figure S1F). Importantly, TGF-β-induced PAI-1 and
Smad7 mRNA expression was diminished in H6c7-S4KD2 and
H6c7-KRAS-S4KD2 cells (Figure 1C and Figure S1G).
Regardless of KRAS expression, knocking-down Smad4
abrogated TGF-β sensitivity, but did not affect cellular
proliferation (Figures S1H-I). Smad4 downregulation or
KRASG12V expression enhanced invasion through Matrigel
coated Boyden chambers (Figure 1D). TGF-β induced invasion
in the parental H6c7 cells (NS) cells, but had no effect on cells
after Smad4 and/or KRAS expression were modified. Despite
reduced Smad4 expression (>80%), the H6c7-S4KD2 and
H6c7-KRAS-S4KD2 cells failed to form tumors in non-obese
diabetic (NOD) Severe combined immune deficient (SCID)
mice (Table 1).
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Figure 1. Smad4 knockdown and KRASG12V expression in the H6c7 cell line. (A) A schema of introducing KRASG12V and
Smad4 loss using the H6c7 cell line to produce the shSmad4, H6c7 KRAS shSmad4, TβR, TβR-KRAS , and TβR-KRAS -Smad4
cell lines. (B) Immunoblot of RAS-GTP, KRAS, and Smad4. GAPDH was used as a loading control. (C) PAI-1 mRNA expression
after 48 hours of TGF-β stimulation (n=3). (D) Invasion assays through Matrigel coated membranes incubated with and without
TGF-β (n=6). (* denotes significant differences between the test and control NS samples, and between treatment and no treatment
groups two-way ANOVA and Bonferroni’s post hoc tests or paired student t-test; p<0.05; data are presented as mean ± SEM) .
doi: 10.1371/journal.pone.0084366.g001

formation with complete penetrance (n=20; Figure 3F).
Histology of the subcutaneous and orthotopic tumors formed by
the TβR-KRAS cells displayed a poorly differentiated
carcinoma (Figure 3G and Figure S2F). Importantly,
metastases were identified in the liver and spleen of 15% and
77% of the mice, respectively (Figure 3H and Figure S2G).
Examining the metastases revealed similar histology to the
primary orthotopic tumor (Figure 3I and Figure S2H).

cell lines to TGF-β (Figure 4B and Figure S3B). Smad4
expression in the TβR lines reinstated TGF-β induced
expression of PAI-1 and Smad7 (n=3; p>0.0001; Figure 4C and
Figure S3C). Smad4 restoration attenuated the invasive
phenotype of the TβR and TβR-pBp cell lines, but not in the
TβR-KRAS line (n=6; Figure 4D), as KRASG12V alone could
increase H6c7 invasiveness. TGF-β treatment significantly
promoted invasion in the TβR-Smad4 and TβR-pBp-Smad4
cell lines (p<0.05), but did not further enhance TβR-KRASSmad4 invasiveness. Although the TβR cell line displayed
enhanced invasion through Matrigel coated Boyden chambers,
the expression of E-cadherin and Snail2 was unchanged and
that of vimentin was significantly decreased as compared to the
H6c7 cell line (Figure S3D-F). In contrast, treatment of the
H6c7 and Smad4 expressing TβR cell lines with TGF-β
enhanced invasion, and this was associated with changes in

Smad4 restores TGF-β sensitivity in the TβR cell lines
Smad4 has been previously demonstrated to be a potent
tumor suppressor [20,21]. To determine if Smad4 reexpression would suppress TβR-KRAS tumorigenicity, we
stably expressed Smad4 using a lentiviral construct fused with
GFP (Figures 4A and Figure S3A). Smad4 expression restored
TGFBR1 and TGFBR2 mRNA expression in the TβR-KRAS
cell line, and did not alter growth rate, but did sensitize the TβR
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0/5
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0/5

0/5

0/5
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-
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-

-
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-

-

-
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-

-

-

-

-

-

-

-

Mean Survival (d)

19/19
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13/13

0/5

-

-

-

-

-

No. animals
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1.29 ± 0.14*

1.21 ± 0.03

-

-

-

-

-

-

Tumor weight (g)
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33*
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-

-

-

-

-

-

Mean Survival (d)

Orthotopic

2 (10)

5 (31)

2 (15)

-

-

-

-

-

-

Liver

7 (37)

16 (100)*

10 (77)

-

-

-

-

-

-

Spleen

Metastases

2 (10)

7 (44)*

-

-

-

-

-

-
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Kidney

doi: 10.1371/journal.pone.0084366.t001

shRNA knockdown; pBp, p-BABE-puro (control vector); EV, empty vector; d, day; g, gram; and no., number.]

assessed; * denotes significant differences between the test (Smad4) and control (EV) samples, significance was assessed by paired t-test or Fisher’s exact test, p<0.05, data are presented as mean ± SEM; S4KD, Smad4

The phenotypic differences between the cell lines, and the incidence of tumor and metastasis formation was assessed in NOD SCID mice after subcutaneous or orthotopic implantation of two million cells. [-, indicates not

Invasion (compared to H6c7)

Cell Line

In vitro

Table 1. The effect of KRAS and Smad4 expression on the invasiveness, TGF-β sensitivity, and tumorigenicity of the TβR cell lines.
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Figure 2. Characterization of the TβR cell line. (A) Smad and TGF-β receptors expression were assessed by qPCR and
compared to the control H6c7 cell line. (B) Methylation specific PCR was performed on bisulfite treated gDNA isolated from H6c7
and TβR cells. Where U and M represent unmethylated and methylated, respectively. H6c7 and TβR cells were treated with 5azacytidine and Smad4 expression was assessed by (C) qPCR and (D) immunoblotting. (* denotes significant differences between
H6c7 and TβR cell lines or treated compared to vehicle where appropriate, student t-tests, p<0.05, n=3; data are presented as
mean ± SEM) .
doi: 10.1371/journal.pone.0084366.g002

the expression of E-cadherin, vimentin and Snail2 that are
consistent with EMT.

significantly lower in the TβR-KRAS-Smad4 xenografts
compared to the TβR-KRAS model (p=0.03; Figure S3J).
Metastatic spread to the kidneys and spleen was significantly
reduced in the orthotopic TβR-KRAS -Smad4 xenograft model
(p<0.05; Table 1 and Figure 4F). Analyses of the orthotopic
models revealed significantly reduced size and number of
metastases per animal in the Smad4 expressing model
compared to the control TβR-KRAS-EV (p<0.01; Figure 4G and
Figures S3K-L).
Immunoblotting and immunohistochemistry confirmed
Smad4 expression in the TβR-KRAS-Smad4 xenografts
(Figure 4H and Figure S3M). No changes in Ki67 staining were
detected; however Smad4 expression in the xenografts was
associated with increased cleaved caspase-3 and PARP
(p<0.05; Figure 4I). These results suggest that Smad4
expression delays tumor growth by promoting apoptosis.

Smad4 re-expression causes marked inhibition in
tumorigenicity, metastasis, and survival
Palpable masses were detected in NOD-SCID mice eight
days after subcutaneous implantation of the TβR-KRAS-EV cell
line (n=10; Figure 4E). In contrast, Smad4 expression
significantly delayed TβR-KRAS xenograft growth and palpable
masses were first detected 41 days after implantation (n=10;
p<0.0001; Figure 4E). Mice bearing TβR-KRAS-Smad4
xenografts had an increase in median survival from 27.5 days
to 73 days compared to the TβR-KRAS-EV model (p<0.0001;
Figure S3G). At the time of sacrifice, the mean weight of the
TβR-KRAS-Smad4 xenografts were significantly lower than the
TβR-KRAS-EV tumors (p<0.01; Figure S3H).
Analogous findings of increased survival were found after
orthotopic implantation of TβR-KRAS-Smad4 cells into NODSCID pancreases (n=19; p<0.001; Figure S3I). Mice bearing
the TβR-KRAS-Smad4 xenografts had an increased median
survival of 15 days in contrast to animals bearing the TβRKRAS-EV xenografts (p<0.001). Mean tumor weight was
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changes in PDAC
We examined the expression changes associated Smad4
expression loss and with KRASG12V expression. Clustering
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Figure 3. KRASG12V-mediated transformation of the TβR cell line. (A) Immunoblots of activated RAS and Smad4. GAPDH was
used as a loading control. (B) Immunoblots of phospho- and total Smad2/3, and Smad4. GAPDH was used as a loading control. (C)
Growth curves of H6c7, TβR, TβR pBp, and TβR KRAS with TGF-β. (D) PAI-1 mRNA expression was assessed after 48 hours of
TGF-β in the H6c7 and TβR cell lines (n=3). (E) Invasion assays through Matrigel coated membranes incubated with and without
TGF-β (n=6). (F) Tumor growth curve after subcutaneous implantation of the TβR-pBp and TβR-KRAS cell lines into NOD-SCID
mice (n=20). Representative H&E sections of orthotopic TβR-KRAS (G) xenografts and (H and I) metastases found in the liver and
spleen. (* denotes significant differences between H6c7 and TβR cell lines or treated compared to vehicle where appropriate, oneway or two-way ANOVA, or linear regression where appropriate, p<0.05; data are presented as mean ± SEM).
doi: 10.1371/journal.pone.0084366.g003

analysis of the top 400 differentially expressed genes revealed
that introducing KRASG12V in the TβR cell line caused greater
gene expression alterations than acquiring TGF-β resistance in
the H6c7 cell line (Figure S4A). The latter was associated with
the upregulation of genes involved in cell motility, and
downregulation of genes involved in extracellular region and
pathways in cancer (Figures 5A, B; and Tables S2-S4 in File
S1). KRASG12V expression in the TβR cell line induced
processes involved with Wnt and JAK/STAT signaling,
angiogenesis, and motility, and downregulated genes involved
in apoptosis, adhesion, and ECM. Smad4 expression in the

PLOS ONE | www.plosone.org

TβR-KRAS cell line enhanced gene expression in ECMreceptor interaction, ECM, and actin cytoskeleton regulation,
and downregulation of hypoxia response and apoptosis.

Discussion
The H6c7 cell line was originally established from normal
human pancreatic duct epithelium [14,22]. In this study, we
have demonstrated that KRASG12V expression is insufficient for
the full malignant transformation of H6c7 cells when residual
Smad4 signaling remains. In contrast, KRASG12V can induce

7

December 2013 | Volume 8 | Issue 12 | e84366

Transformation of Pancreatic Duct Epithelial Cells

Figure 4. Smad4 expression restores TGF-β sensitivity and represses tumorigenicity in the TβR-KRAS cell line. (A)
Immunoblots of phospho- and total Smad2/3, and Smad4. GAPDH was used as a loading control. (B) Growth curves of H6c7, TβR,
TβR pBp, and TβR KRAS after restoration of Smad4 with TGF-β. (C) PAI-1 mRNA expression after 48 hours of TGF-β stimulation
after forced Smad4 expression (n=3). (D) Invasion assays through Matrigel coated membranes incubated with and without TGF-β
(n=6). (E) Tumor growth curves of TβR-KRAS- EV and TβR-KRAS-Smad4 (n=10). (F) The liver and spleens after orthotopic
implantation of the TβR-KRAS and TβR-KRAS-Smad4 cell line. Scale bars represent 5 mm. (G) Total metastatic area of each TβRKRAS-EV and TβR-KRAS-Smad4 orthotopic model. (H) Representative histological images of xenografts formed by TβR-KRAS-EV
(n=16) and – Smad4 (n=19) cells after H&E, and immunostaining for Smad4, cleaved caspase-3, and Ki67. Scale bars represent 50
μm. (I) Quantification of Ki67, cleaved caspase-3, and cleaved PARP positive pixels of the TβR KRAS EV and – Smad4 xenografts.
(* denotes significant differences between H6c7 and TβR cell lines or treated compared to vehicle where appropriate, two-way
ANOVA, student t-test, or linear regression where appropriate, p<0.05; data are presented as mean ± SEM) .
doi: 10.1371/journal.pone.0084366.g004

PLOS ONE | www.plosone.org

8

December 2013 | Volume 8 | Issue 12 | e84366

Transformation of Pancreatic Duct Epithelial Cells

Figure 5. The gene expression changes due to Smad4 loss and KRASG12V expression. (A) The evolution from normal
pancreatic duct epithelial cell to tumor cell line. The pathway alterations found in the analyses of the genomic and expression arrays
between each transition are listed above the arrows. The red and blue alterations represent gains or upregulation, and losses or
downregulation, respectively. (B) The pathways that were altered in the pancreatic duct cell carcinogenesis model. Yellow and
purple corresponds to changes seen in the TβR and TβR-KRAS cell lines, respectively.
doi: 10.1371/journal.pone.0084366.g005

absence is obligatory and serves as a restriction point for
KRAS-mediated malignant transformation of the HPDE cell

malignant transformation in a newly derived Smad4 deficient
H6c7-TβR cell line. As H6c7 cells have already manifested
deregulated Rb and p53 pathways, we conclude that Smad4
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in the HPNE models [36]. The precise mechanism of how this
phenotype is elicited requires further examination, and some of
the proposed mechanisms have been attributed to regulation of
RON, EGFR, and differential Stat3 activation [36-38]. We did
not observe alterations in EGFR and RON in our expression
arrays, though gene expression analysis revealed enrichment
in pathways involved in cell motility, cytoskeletal organization,
axon guidance and ECM in the TβR cell line, which are
congruent with the observed phenotypic differences in invasive
ability. Loss of Smad4 has recently been reported as presence
of widespread metastasis in PDAC and is a poor prognostic
marker in PDAC patients [8,39,40]. This is consistent with our
data which demonstrates that Smad4 expression suppresses
metastasis in the orthotopic xenograft model. Collectively,
these data demonstrate that Smad4 loss drives invasion and
metastasis in PDAC. Altogether, these findings are congruent
to previous work examining the role of Smad4 in repressing
tumor growth, metastasis, cellular invasion in established
PDAC cell lines such as BxPC3, Hs766T, and Panc1
[20,21,41]. However, our study is the first to demonstrate that
Smad4 loss is crucial in driving malignant transformation of
normal pancreatic duct cells.
Analysis of expression changes in the TβR/TβR-KRAS/TβRKRAS-Smad4 cell lines identified the evolution of signaling
pathway changes from normal duct to tumor cell that were also
previously reported from the exomic sequencing of 24 invasive
PDACs [42]. Alterations in the TGF-β, KRAS, JAK-STAT, and
Wnt signaling pathways; cell adhesion; motility; ECM; cell cycle
regulation; DNA damage; hypoxia, angiogenesis; and
apoptosis were found after analyzing gene expression
changes. Recently, 99 pancreatic tumors were sequenced and
pathway analysis identified an enrichment of mutated genes in
the axon guidance pathway [43]. Examination of the altered
genes in the TβR and TβR-KRAS cell lines also revealed axon
guidance genes, SLIT2, SEMA3A, and EPHA, thus indicating
how this model of pancreatic duct cell carcinogenesis can
recapitulate the types of pathway alterations seen in PDAC.
These alterations have yielded promising insights into the
requirements for tumorigenic transformation of the H6c7 cell
line and further investigations into the identified genes may
shed additional insight into the pathogenesis of this fatal
cancer. Usage of the H6c7 cell line as a model of normal
human pancreatic duct cells has provided a crucial platform to
study the mechanistic roles of KRAS and Smad4. Our study
clearly demonstrates that introducing the early genetic
aberrations into normal pancreatic duct epithelial cells can
recapitulate what has been observed PDAC, and is a key
system for modeling molecular mechanism of human PDAC
pathogenesis.

line. We have also provided important evidence supporting the
role of Smad4 loss in promoting metastasis in PDAC.
The HPDE cell models are an important complement to
pancreatic cancer GEMMs. These GEMMs that conditionally
express KRASG12D have established that oncogenic KRAS can
initiate and promote pancreatic tumorigenesis in combination
with other genetic aberrations [10,12,23,24]. While several in
vitro studies have demonstrated that KRAS is necessary for
maintenance of the neoplastic phenotypes in tumor cell lines,
malignant transformation of normal pancreatic epithelial cells
by oncogenic KRAS has proven to be more stochastic [25,26].
KRASG12V can transform the human pancreatic Nestin positive
epithelial (HPNE) cell line only after it had been immortalized
by hTERT, HPV-E6E7, and small t antigen [27]. The
incomplete transformation by KRASG12V expression has also
been reported in SV40 large T immortalized bovine pancreatic
duct cells and primary rat pancreatic epithelial cells [28,29].
Our laboratory has previously reported that KRASG12V
expression in H6c7 cells using an ecotropic retroviral
transduction system formed tumors with incomplete penetrance
[13]. In this system, the prior introduction of the ecotropic
receptor introduction led to tetraploidy development which
permitted >10-fold KRASG12V expression [13]. This is in contrast
to our current amphotropic retroviral transduction system,
which maintains paradiploidy after stable KRASG12V expression,
but limits KRAS expression to ~6-fold, and fails to tumor
formation in SCID mice.
Loss of Smad4 expression itself has been found in
approximately 50-55% of PDAC, most often by homozygous
deletion or inactivating mutation [30,31]. However, a loss of
heterozygosity involving chromosome 18q on which Smad4
gene is located has been found in a majority of PDAC [32]. Our
finding that a complete abrogation of Smad4 protein expression
is essential in KRAS/Smad4 driven malignant transformation of
pancreatic duct epithelial cells suggests that more systematic
and comprehensive analyses of Smad4 inactivation from gene
to protein level is warranted. The introduction of functional
Smad4 into the tumorigenic and metastatic TβR-KRAS line
significantly suppresses tumorigenicity and metastasis, which
emphasizes a strong tumor suppressive role in PDAC. The
growth delay in Smad4 expressing xenografts was associated
with increased caspase-3 and PARP cleavage, which was
independent of p53 and RB since both proteins were
inactivated in H6c7 cells after immortalization. Previous work
using breast cancer cell line MDA-MB-468 has also reported
that expression of Smad4 can induce apoptosis in the absence
of p53 and RB [33]. Similarly, TGF-β sensitivity restoration by
transfecting TGFBR2 in PDAC cell line, MiaPaCA-2,
upregulates expression of pro-apoptotic Bax [34]. These results
suggest that one of the mechanisms by which Smad4 loss
promotes pancreatic duct cell carcinogenesis is by promoting
the anti-apoptotic pathway.
Consistent with our own findings, Smad4 has been shown to
repress motility and invasion in vitro and its status has been
associated with decreased metastasis in PDAC [8,21,35]. In
vitro, reduction or absence of Smad4 promotes invasion in the
H6c7 and TβR cell lines, respectively. In agreement with our
findings, decreasing Smad4 expression increases invasiveness
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Stable Smad4 knockdown and KRASG12V
Figure S1.
expression. (A) Smad4 mRNA was suppressed using four
different shRNA constructs (KD1-4) and a nonsense (NS) in
the H6c7 cell line. (B) Representative Western blots of Smad4
protein expression in Hc67 cells, where GAPDH is used as a
loading control. (C) KRAS mRNA expression in H6c7 after
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introduction of NS and S4KD2. (D) Smad4 mRNA expression
was suppressed after using S4KD2 shRNA construct in the
H6c7 KRAS cell line. (E) Western blots of Smad4 and KRAS
expression. (F) Smad and TGF-β receptors expression were
assessed by qPCR and compared to the control H6c7 cell line
(n=3). (G) Smad7 mRNA expression after 48 hours of TGF-β
stimulation. Growth curves of (H) H6c7 NS and H6c7 S4KD2 (I)
H6c7, H6c7 KRAS S4KDNS, and H6c7 KRAS S4KD2. Cells
were treated with TGF-β on Day 2. (* denotes significant
differences between the test and control samples student ttests, and treated and untreated, one-way or two-way ANOVA
and Bonferroni’s post hoc tests, and linear regression where
appropriate, p<0.05, n=3.) .
(TIF)

number of metastases observed in the TβR KRAS EV and TβR
KRAS Smad4 xenograft models. (M) Western blots of Smad4
and KRAS expression from the orthotopic xenograft samples.
Data is represented by mean ± SEM. (* denotes significant
differences between the test and control samples student ttests, 2-way ANOVA, and linear regression where appropriate,
p<0.05.) .
(TIF)

Figure S2. KRASG12V expression in the TβR cell line. (A)
KRAS mRNA expression in H6c7 and TβR cell lines (n=3). (B)
Growth curves of H6c7, TβR, TβR pBp, and TβR KRAS. (C)
Methylation specific PCR was performed on bisulfite treated
gDNA isolated from H6c7 and TβR cells. Where U and M are
denoted as unmethylated and methylated, respectively. (D)
Smad and TGF-β receptors expression were assessed by
qPCR and compared to the control H6c7 cell line (n=3). (E)
Smad7 mRNA expression after 48 hours of TGF-β stimulation.
Representative H&E section of a xenograft derived from (F)
subcutaneous implantation and (G and H) orthotopic
implantation demonstrating metastases found in the spleen as
indicated by the arrowheads. Scale bars represent 50 μm and
5 mm, respectively. (* denotes significant differences between
the test and control samples, treated and untreated samples;
two-way ANOVA and linear regression where appropriate,
p<0.05, n=3.) .
(TIF)

File S1. Tables S1-S4. Table S1. Primer sequences. Primer
sequences for qPCR, MSP, Smad4 sequencing, and Smad4
copy number analysis. Table S2. Signaling pathways and
processes that are altered during pancreatic duct cell
carcinogenesis. Table S3. Analysis of upregulated genes
compared to the H6c7 cell line. Changes in gene expression in
the TβR cell lines were compared to the H6c7 cell line.
Alterations in gene expression were categorised based on
more than two-fold expression changes and examined using
pathway and gene ontology classifications. Table S4. Analysis
of downregulated genes compared n in the H6c7 cell line.
Changes in gene expression in the TβR cell lines were
compared to the H6c7 cell line. Alterations in gene expression
were categorised based on more than two-fold expression
changes and examined using pathway and gene ontology
classifications.
(DOC)

Figure S4. Genomic and transcriptomic changes after
acquiring TGF-β resistance and KRASG12V expression. (A)
Heatmap of hierarchical clustering used to analyse differential
gene expression of the top 400 variable genes.
(TIF)

Acknowledgements
Figure S3. Smad4 restoration in the TβR cell line. (A)
Smad and TGF-β receptors expression were assessed by
qPCR and compared to the control H6c7 cell line (n=3).
(B) Growth curves of H6c7, TβR, TβR pBp, and TβR KRAS
after restoration of Smad4. (C) Smad7, (D) E-Cadherin, (E)
Snail2, and (F) Vimentin mRNA expression after 48 hours of
TGF-β stimulation. Survival curves for the (G) subcutaneous
and (H) orthotopic implantation of the TβR KRAS EV and TβR
KRAS Smad4 in NOD SCID mice. Mean tumour volume for the
(I) subcutaneous and (J) orthotopic xenograft models. Data is
represented by mean ± SEM. Average (K) area and (L)

We thank Dr. Jing Xu and James Ho for assistance in
immunohistochemistry, and Olga Ludvoski for assistance in
fluorescence in situ hybridization.

Author Contributions
Conceived and designed the experiments: LL NR MST.
Performed the experiments: LL NR CZ DW CT EI. Analyzed
the data: LL CZ DW CT MST. Contributed reagents/materials/
analysis tools: MST. Wrote the manuscript: LL NR MST.

References
1. Siegel R, Naishadham D, Jemal A (2012) Cancer statistics, 2012. CA
Cancer J Clin 62: 10-29. doi:10.3322/caac.20138. PubMed: 22237781.
2. Hruban RH, Wilentz RE, Kern SE (2000) Genetic progression in the
pancreatic ducts. Am J Pathol 156: 1821-1825. doi:10.1016/
S0002-9440(10)65054-7. PubMed: 10854204.
3. Hidalgo M (2010) Pancreatic cancer. N Engl J Med 362: 1605-1617.
doi:10.1056/NEJMra0901557. PubMed: 20427809.
4. Schubbert S, Shannon K, Bollag G (2007) Hyperactive ras in
developmental disorders and cancer. Nat Rev Cancer 7: 295-308. doi:
10.1038/nrc2109. PubMed: 17384584.
5. Hingorani SR, Petricoin EF, Maitra A, Rajapakse V, King C et al. (2003)
Preinvasive and invasive ductal pancreatic cancer and its early
detection in the mouse. Cancer Cell 4: 437-450. doi:10.1016/
S1535-6108(03)00309-X. PubMed: 14706336.

PLOS ONE | www.plosone.org

6. Mazur PK, Siveke JT (2012) Genetically engineered mouse models of
pancreatic cancer: Unravelling tumour biology and progressing
translational oncology. Gut, 61: 1488–500. PubMed: 21873467 .
7. Wilentz RE, Iacobuzio-Donahue CA, Argani P, McCarthy DM, Parsons
JL et al. (2000) Loss of expression of Dpc4 in pancreatic intraepithelial
neoplasia: Evidence that DPC4 inactivation occurs late in neoplastic
progression. Cancer Res 60: 2002-2006. PubMed: 10766191.
8. Iacobuzio-Donahue CA, Fu B, Yachida S, Luo M, Abe H et al. (2009)
DPC4 gene status of the primary carcinoma correlates with patterns of
failure in patients with pancreatic cancer. J Clin Oncol 27: 1806-1813.
doi:10.1200/JCO.2008.17.7188. PubMed: 19273710.
9. Massagué J, Seoane J, Wotton D (2005) Smad transcription factors.
Genes Dev 19: 2783-2810. doi:10.1101/gad.1350705. PubMed:
16322555.

11

December 2013 | Volume 8 | Issue 12 | e84366

Transformation of Pancreatic Duct Epithelial Cells

10. Izeradjene K, Combs C, Best M, Gopinathan A, Wagner A et al. (2007)
Kras(G12D) and Smad4/Dpc4 haploinsufficiency cooperate to induce
mucinous cystic neoplasms and invasive adenocarcinoma of the
pancreas. Cancer Cell 11: 229-243. doi:10.1016/j.ccr.2007.01.017.
PubMed: 17349581.
11. Kojima K, Vickers SM, Adsay NV, Jhala NC, Kim HG et al. (2007)
Inactivation of Smad4 accelerates kras(G12D)-mediated pancreatic
neoplasia.
Cancer
Res
67:
8121-8130.
doi:
10.1158/0008-5472.CAN-06-4167. PubMed: 17804724.
12. Bardeesy N, Cheng KH, Berger JH, Chu GC, Pahler J et al. (2006)
Smad4 is dispensable for normal pancreas development yet critical in
progression and tumor biology of pancreas cancer. Genes Dev 20:
3130-3146. doi:10.1101/gad.1478706. PubMed: 17114584.
13. Qian J, Niu J, Li M, Chiao PJ, Tsao MS (2005) In vitro modeling of
human pancreatic duct epithelial cell transformation defines gene
expression changes induced by K-ras oncogenic activation in
pancreatic carcinogenesis. Cancer Res 65: 5045-5053. doi:
10.1158/0008-5472.CAN-04-3208. PubMed: 15958547.
14. Furukawa T, Duguid WP, Rosenberg L, Viallet J, Galloway DA et al.
(1996) Long-term culture and immortalization of epithelial cells from
normal adult human pancreatic ducts transfected by the E6E7 gene of
human papilloma virus 16. Am J Pathol 148: 1763-1770. PubMed:
8669463.
15. Leung L, Radulovich N, Zhu CQ, Organ S, Bandarchi B et al. (2012)
Lipocalin2 promotes invasion, tumorigenicity and gemcitabine
resistance in pancreatic ductal adenocarcinoma. PLOS ONE 7:
e46677. doi:10.1371/journal.pone.0046677. PubMed: 23056397.
16. Radulovich N, Qian JY, Tsao MS (2008) Human pancreatic duct
epithelial cell model for KRAS transformation. Methods Enzymol 439:
1-13. doi:10.1016/S0076-6879(07)00401-6. PubMed: 18374152.
17. Radulovich N, Leung L, Tsao MS (2011) Modified gateway system for
double shRNA expression and Cre/lox based gene expression. BMC
Biotechnol 11: 24. doi:10.1186/1472-6750-11-24. PubMed: 21418658.
18. John T, Liu G, Tsao MS (2009) Overview of molecular testing in nonsmall-cell lung cancer: Mutational analysis, gene copy number, protein
expression and other biomarkers of EGFR for the prediction of
response to tyrosine kinase inhibitors. Oncogene 28 Suppl 1: S14-S23.
doi:10.1038/onc.2009.197. PubMed: 19680292.
19. Li LC, Dahiya R (2002) MethPrimer: Designing primers for methylation
PCRs. Bioinformatics 18: 1427-1431. doi:10.1093/bioinformatics/
18.11.1427. PubMed: 12424112.
20. Duda DG, Sunamura M, Lefter LP, Furukawa T, Yokoyama T et al.
(2003) Restoration of SMAD4 by gene therapy reverses the invasive
phenotype in pancreatic adenocarcinoma cells. Oncogene 22:
6857-6864. doi:10.1038/sj.onc.1206751. PubMed: 14534532.
21. Yasutome M, Gunn J, Korc M (2005) Restoration of Smad4 in BxPC3
pancreatic cancer cells attenuates proliferation without altering
angiogenesis. Clin Exp Metastasis 22: 461-473. doi:10.1007/
s10585-005-2891-x. PubMed: 16320109.
22. Ouyang H, Mou Lj, Luk C, Liu N, Karaskova J et al. (2000) Immortal
human pancreatic duct epithelial cell lines with near normal genotype
and phenotype. Am J Pathol 157: 1623-1631. doi:10.1016/
S0002-9440(10)64800-6. PubMed: 11073822.
23. Hingorani SR, Wang L, Multani AS, Combs C, Deramaudt TB et al.
(2005) Trp53R172H and KrasG12D cooperate to promote
chromosomal instability and widely metastatic pancreatic ductal
adenocarcinoma in mice. Cancer Cell 7: 469-483. doi:10.1016/j.ccr.
2005.04.023. PubMed: 15894267.
24. Bardeesy N, Aguirre AJ, Chu GC, Cheng KH, Lopez LV et al. (2006)
Both p16(Ink4a) and the p19(arf)-p53 pathway constrain progression of
pancreatic adenocarcinoma in the mouse. Proc Natl Acad Sci U S A
103: 5947-5952. doi:10.1073/pnas.0601273103. PubMed: 16585505.
25. Brummelkamp TR, Bernards R, Agami R (2002) Stable suppression of
tumorigenicity by virus-mediated RNA interference. Cancer Cell 2:
243-247. doi:10.1016/S1535-6108(02)00122-8. PubMed: 12242156.
26. Singh A, Greninger P, Rhodes D, Koopman L, Violette S et al. (2009) A
gene expression signature associated with "K-ras addiction" reveals
regulators of EMT and tumor cell survival. Cancer Cell 15: 489-500.
doi:10.1016/j.ccr.2009.03.022. PubMed: 19477428.
27. Campbell PM, Groehler AL, Lee KM, Ouellette MM, Khazak V et al.
(2007) K-ras promotes growth transformation and invasion of

PLOS ONE | www.plosone.org

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

12

immortalized human pancreatic cells by raf and phosphatidylinositol 3kinase
signaling.
Cancer
Res
67:
2098-2106.
doi:
10.1158/0008-5472.CAN-06-3752. PubMed: 17332339.
Agbunag C, Bar-Sagi D (2004) Oncogenic K-ras drives cell cycle
progression and phenotypic conversion of primary pancreatic duct
epithelial
cells.
Cancer
Res
64:
5659-5663.
doi:
10.1158/0008-5472.CAN-04-0807. PubMed: 15313904.
Löhr M, Müller P, Zauner I, Schmidt C, Trautmann B et al. (2001)
Immortalized bovine pancreatic duct cells become tumorigenic after
transfection with mutant k-ras. Virchows Arch 438: 581-590. doi:
10.1007/s004280100397. PubMed: 11469690.
Hahn SA, Schutte M, Hoque AT, Moskaluk CA, da Costa LT et al.
(1996) DPC4, a candidate tumor suppressor gene at human
chromosome 18q21.1. Science 271: 350-353. doi:10.1126/science.
271.5247.350. PubMed: 8553070.
Schutte M, Hruban RH, Hedrick L, Cho KR, Nadasdy GM et al. (1996)
DPC4 gene in various tumor types. Cancer Res 56: 2527-2530.
PubMed: 8653691.
Hahn SA, Seymour AB, Hoque AT, Schutte M, da Costa LT et al.
(1995) Allelotype of pancreatic adenocarcinoma using xenograft
enrichment. Cancer Res 55: 4670-4675. PubMed: 7553647.
Dai JL, Bansal RK, Kern SE (1999) G1 cell cycle arrest and apoptosis
induction by nuclear Smad4/Dpc4: Phenotypes reversed by a
tumorigenic mutation. Proc Natl Acad Sci U S A 96: 1427-1432. doi:
10.1073/pnas.96.4.1427. PubMed: 9990040.
Ahmed MM, Alcock RA, Chendil D, Dey S, Das A et al. (2002)
Restoration of transforming growth factor-beta signaling enhances
radiosensitivity by altering the bcl-2/Bax ratio in the p53 mutant
pancreatic cancer cell line MIA PaCa-2. J Biol Chem 277: 2234-2246.
doi:10.1074/jbc.M110168200. PubMed: 11694525.
Lefter LP, Furukawa T, Sunamura M, Duda DG, Takeda K et al. (2002)
Suppression of the tumorigenic phenotype by chromosome 18 transfer
into pancreatic cancer cell lines. Genes Chromosomes Cancer 34:
234-242. doi:10.1002/gcc.10060. PubMed: 11979557.
Zhao S, Wang Y, Cao L, Ouellette MM, Freeman JW (2010)
Expression of oncogenic K-ras and loss of Smad4 cooperate to induce
the expression of EGFR and to promote invasion of immortalized
human pancreas ductal cells. Int J Cancer 127: 2076-2087. doi:
10.1002/ijc.25412. PubMed: 20473902.
Zhao S, Ammanamanchi S, Brattain M, Cao L, Thangasamy A et al.
(2008) Smad4-dependent TGF-beta signaling suppresses RON
receptor tyrosine kinase-dependent motility and invasion of pancreatic
cancer cells. J Biol Chem 283: 11293-11301. doi:10.1074/
jbc.M800154200. PubMed: 18310076.
Zhao S, Venkatasubbarao K, Lazor JW, Sperry J, Jin C et al. (2008)
Inhibition of STAT3 Tyr705 phosphorylation by Smad4 suppresses
transforming growth factor beta-mediated invasion and metastasis in
pancreatic cancer cells. Cancer Res 68: 4221-4228. doi:
10.1158/0008-5472.CAN-07-5123. PubMed: 18519681.
Shin SH, Kim SC, Hong SM, Kim YH, Song KB et al. (2013) Genetic
alterations of K-ras, p53, c-erbB-2, and DPC4 in pancreatic ductal
adenocarcinoma and their correlation with patient survival. Pancreas
42:
216-222.
doi:10.1097/MPA.0b013e31825b6ab0.
PubMed:
23344532.
Oshima M, Okano K, Muraki S, Haba R, Maeba T et al. (2013)
Immunohistochemically detected expression of 3 major genes
(CDKN2A/p16, TP53, and SMAD4/DPC4) strongly predicts survival in
patients with resectable pancreatic cancer. Ann Surg 258: 336-346. doi:
10.1097/SLA.0b013e3182827a65. PubMed: 23470568.
Peng B, Fleming JB, Breslin T, Grau AM, Fojioka S et al. (2002)
Suppression of tumorigenesis and induction of p15(ink4b) by Smad4/
DPC4 in human pancreatic cancer cells. Clin Cancer Res 8:
3628-3638. PubMed: 12429655.
Jones S, Zhang X, Parsons DW, Lin JC, Leary RJ et al. (2008) Core
signaling pathways in human pancreatic cancers revealed by global
genomic analyses. Science 321: 1801-1806. doi:10.1126/science.
1164368. PubMed: 18772397.
Biankin AV, Waddell N, Kassahn KS, Gingras MC, Muthuswamy LB et
al. (2012) Pancreatic cancer genomes reveal aberrations in axon
guidance pathway genes. Nature 491: 399-405. doi:10.1038/
nature11547. PubMed: 23103869.

December 2013 | Volume 8 | Issue 12 | e84366

