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Figure 3. Enlarged view of fluvastatin mediated differentially regulated proteins in MDA-MB-231 cells. A and B shows enlarged view of
statin mediated up regulated (A) and down regulated (B) spots respectively. The results presented in C–F are from 3 independent experiments. C and
D represent the correlation coefficient of untreated MDA-MB-231 cell lysate. C represents the comparison between gel 1 versus gel 2 and D
represents gel 1 versus gel 3. E and F represent the correlation coefficient of statin treated MDA-MB-231 cell lysate. E represents the comparison
between gel 1 versus gel 2 and F represents gel 1 versus gel 3.
doi:10.1371/journal.pone.0108890.g001
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Figure 4. Heat map and Gene Ontology analysis of fluvastatin mediated proteome profile in MDA-MB-231 cells. A, represents the heat
map of all the differentially regulated proteins generated by Agilent’s GeneSpring GX 11.0. B represents molecular function and C, shows biological
processes of differentially regulated proteins as deciphered by gene ontology analysis. The data labels shown on the pie chart represents % proteins
involved in a particular molecular function (A) or biological process (B).
doi:10.1371/journal.pone.0108890.g002
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