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There are errors in the accession numbers in the Materials and

Methods and Results.

The last sentence of the cDNA Library Preparation and

Sequencing (RNA-seq) section of the Materials and Methods

should read: Raw sequence data were generated by the Illumina

pipeline and are available in NCBI’s Short Read Archive (SRA)

database (http://www.ncbi.nlm.nih.gov/Traces/sra/sra.cgi) un-

der accession number SRP029966.

The last sentence of the RNA-seq and De novo Transcriptome

Assembly section of the Results should read: The transcriptome

data were deposited in NCBI’s Short Read Archive (SRA)

database under accession number of SRP029966.
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