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S2 Fig.  Heterogeneity and variability for an internal group of sequences that include endosymbiont’s from sand flies and mosquitoes. a) Group wCnig of Wolbachia (sequences of wsp gene) only with members from Cx. nigripalpus, b) Group wLeva of Wolbachia (sequences of wsp gene) only with members of Ev. dubitans and Mi. micropyga, c) Microsporidia from Culex, Lutzomyia pia and Microsporidian MB and other microsporidia of Clade IV (sequences of the SSU rRNA), d) Microsporidia only from  Culex, Lutzomyia pia and Microsporidian MB, e) Cardinium endosymbiont’s (sequences of 16S rDNA) only with members of group C that include Sand flies and Culicoides host´s, f) Cardinium endosymbiont’s only with members of subgroup 1 from Mi. cayennensis, g) Cardinium endosymbiont’s only with members of subgroup 2 from Mi. cayennensis and Pi. evansi.
image3.png
M (sin asunto) - rviverog@®ur X | [ DNA barcoding to dentify X pibgi2viadd E. DNA barcoding to dentiyy X | [ A partrde un aineamient. X

& > C @ evolmemaster.ca/~mlou/col/outputs/out2v

Aplicaciones  [] RARAELVIVERO [ tdg

Seq.fas 4 0.0103
Heterogeneity
EA BT EG BC MWGap

1 200 400

Variability
O 1Variant(s) W 62 Variants W Gap

1085

il

Mostrartodo | X

encicad .. 2 eneidsd Moopcf A
2410.m
AT B e R

©
o
a
()
g
(o)
=





image4.png
M (sn asuntc) - viverog@unales X | T DNA barcoding to dentiy ivg 2 5 A part de un aineamiento X | G taductor- Buscarcon G

& > C @ evolmemaster.ca/~mlou/col/outputs/out2v

[ RAFAELVIVERO [ tdg

Aplicaciones

out.2vpibgv2viBdd7t190184rjaal.pdf

SEQSUBCLADO4.fas 10 0.02262
Heterogeneity
EA BT EG BC MWGap

1 200 400

Variability
O 1Variant(s) W 296 Variants W Gap

LR

00 400 600 1007

vpibgv2vieddT.

950a.m.

2 B e O 6 W AT B





image5.png
Heterogeneity
EG mA EC BT

1 50 100 150 200 250 300 350 400

Variabity
O 1 Variant(s) W 17 Variants

1 50 100




image6.png
Heterogenety
mA BG mC BT

1 50 100 150 200 250 300 350

Variability
O 1 Variant(s) M 13 Variants

1 50 150 200 250 300 30 38

100




image7.png
Heterogeneity
BEG EC BT HA

1 50 100

Variability
0 1 Variant(s) ' 3 Variants

200

200

250

250

300

300

354

354




image1.png
Heterogenelty
mA mC BT BG mow

1 50 10 10 200 250 30 30 400

Variabilty
O 1 Varians) M 29 Varians @ Gap

1 50 10 150 200 250 300 350 400 450 485




image2.png
Heterogeneity
BT mc mA @6

1 50 100 150 200 2% 30 350 400

Variabiity
O 1 Variani(s) W 10 Variants

1 50 100 150 200 20 300 350 400 450 s14




