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S2 Fig- Comparison of model outputs from immunity scenarios (A, B and C) across different model
formulations for Ro=1.2. Results are shown from full model including both human mediated
movement and incidence-dependent human response (Full model), and excluding human mediated
movement (No movement) and incidence dependent human response (No control). Boxplots are shown
for the outbreak time (a) (time from introduction to no infectious individuals remaining, or end of
simulation), population decline (b) relative to the carrying capacity, incidence per 100,000 dogs in
year 30 post introduction (c) and seroprevalence at the end of the simulation (d). Grey bands indicate
the range of values considered plausible based on empirical estimates, as shown in Table 3 in the
main text.



