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Table S1. Bacterial species with differential abundance among groups

	Bacterial species
	Proportion in P(-) 
%
	Proportion in P(+)M(-)
%
	Proportion in P(+)M(+)
%
	P value / FDR of
P(-) vs. P(+)M(-)
	P value / FDR of
P(+)M(-) vs. P(+)M(+)

	Faecalibacterium prausnitzii
	5.83 ± 5.56
	9.57 ± 6.18
	7.90 ± 5.76
	2.58 x10-3/0.312
	0.168/ 0.968

	Ruminococcus flavefaciens
	0.08 ± 0.24
	0.68 ± 2.06
	0.16 ± 0.43
	0.030/ 0.733
	0.390/ 0.691

	Alistipes purtredinis
	0.75 ± 1.63
	1.83 ± 2.41
	1.88 ± 2.67
	0.019/ 0.616
	0.026/ 0.459

	Bifidobacterium longum
	2.80 ± 3.60
	4.81 ± 6.64
	6.94 ± 9.11
	0.186/ 0.733
	0.018/ 0.546

	uncultured Oscillospira sp.
	0.52 ± 0.82
	0.81 ± 1.14
	1.79 ± 3.11
	0.091/ 0.733
	0.006/ 0.295

	Acidaminococcus intestine
	1.33 ± 2.96
	0.75 ± 2.19
	0.44 ± 1.20
	0.016/ 0.341
	0.404/ 1.000

	Megasphaera elsdenii
	2.26 ± 4.16
	0.56 ± 1.85
	0.68 ± 2.41
	0.003/ 0.312
	0.783/ 1.000

	Veillonella dispar
	0.67 ± 1.22
	0.29 ± 0.65
	0.26 ± 1.02
	0.010/ 0.423
	0.378/ 1.000

	Fusobacterium varium
	1.10 ± 3.82
	0.20 ± 0.79
	0.04 ± 0.17
	0.043/ 0.733
	0.106/ 0.880

	Collinsella aerofaciens
	1.29 ± 0.25
	1.00 ± 2.00
	3.07 ± 5.52
	0.824/ 0.921
	9.18 x 10-5/ 0.034

	Streptococcus thermophilus
	0.42 ± 0.61
	0.31 ± 0.42
	0.89 ± 2.04
	0.344/ 0.739
	0.003/ 0.158



P values of P(-) vs. P(+)M(-) groups were calculated by Wilcoxon rank sum test. P values of P(+)M(-) vs. P(+)M(+) groups were calculated by Wilcoxon signed rank (paired) test.
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Fig. S1. Flow diagram. P(-): pinworm-negative; P(+)M(-): pinworm-infected, before mebendazole treatment; P(+)M(+): pinworm-infected, 2 weeks after mebendazole treatment
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Fig. S2. Microbiology characteristics and pathway enrichment analysis. A-B. Box plots showing microbiology characteristic enrichment analyses based on Gram staining (a) and endospore-forming features (b). ***: p <0.001 by ANOVA test. c-e. Pathway enrichment analyses showing significant increase in fat metabolism (c), fatty acid elongation (d) and caffeine metabolism (e) pathways after pinworm infection plus mebendazole treatment. R package “Tax4Fun” was used to transform the OTU table into pathway activity value. ***: p <0.001, **: P<0.01, *: P<0.05 by ANOVA tests.
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Fig. S3. Gut bacterial species composition differences in SIgA-increased and SIgA-non-increased groups. Volcano plots showing differentially expressed species-level bacteria comparing the untreated, pinworm-infected P+M- samples of SIgA non-increased group vs. the P+M- samples of SIgA-increased group (a), P+M+ samples vs. P+M- samples in SIgA non-increased group (b), and P+M+ samples vs. P+M- samples in SIgA-increased group (c). Red dots represent significant taxa analyzed by Wilcoxon tests. After p value corrections, those taxa remained to be significant (FDR< 0.05) are written in red, bacterial species with FDR> 0.05 are written in blue. Boundaries of significant fold change and p value are shown in dashed lines. Dot size represents average relative abundance.
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