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Additional details of phylogenetic analyses
For all phylogenetic reconstructions using BEAST v1.8.3 [1,2] on the five genetic loci analyzed (ftsZ,  gltA, groEL, nuoG, and rpoB), the following priors were used for the GTR+Γ+I model, suggested as default weak priors in BEAST:
A-C substitutions ~ Gamma(0.05, 10), initial value = 1
A-G substitutions ~ Gamma(0.05, 20), initial value = 1
A-T substitutions ~ Gamma(0.05,10), initial value = 1
C-G substitutions ~ Gamma(0.05,10), initial value = 1
G-T substitutions ~ Gamma(0.05,10), initial value = 1
Gamma shape parameter ~ Exponential(0.5), initial value = 0.5
Proportion of invariant sites ~ Uniform(0, 1), initial value = 0.5

Additional details of statistical analyses
Logistic model selection was performed using the ‘dredge’ function in the R package ‘MuMIn’ [3,4] using Akaike’s information criterion corrected for finite sample sizes (AICc) [5]. Models were considered equally favored if the difference in AICc from the top model was less than two [6]. The Wald test of fixed effects was performed on top models using the function ‘wald.test’ in the R package ‘aod’ [7]. The ratio of model deviance to residual degrees of freedom was checked and half-normal plots were made using the ‘halfnorm’ function of ‘faraway’ [8]. The area under each model’s receiver operating characteristic curve (AUC) was calculated using the ‘performance’ function in the package ‘ROCR’ [9]. Model predictions were considered good if AUC > 0.7 [10].
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