1. CHikV NsP1 consensus (Alignment of 196... cc G A T Y T C Y A T C A cC GA M AG G A G G G
ChikV Rprobe
ChikV RF ChikV RF2 ~ ChkvRR3 ~ CHKVRR2

70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 257
Identity
GT G

2. ONNV AF079456 GT G GA A A A GC A T A C A T A G T T A A T A AC T TCCT A T T T A A
3. ONNV AF079457 GT G GA A A A GC A 'C A C A T A G C T AG T A GC T TAGT A T T T A A |
4. ONNV_NC 001512 GT G AA A A A GC A T A C A T A G T T A A T A AC T TAGC A T T T A A

S3 Fig. Alignment of Chikungunya RT-RPA primers and exo-probe sequences with the Chikungunya and O'nyong’'nyong viruses sequence
using GENEIOUS.



