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[bookmark: _GoBack]Supplementary Figure 2. Multi-dimensional scaling plot of replicate RNA-seq data, as produced by edgeR [34]. Leading log-fold change in the first dimension is plotted on the x-axis and the second dimension is on the y-axis. Distances here correspond to leading log-fold-changes between replicates in each pairwise comparison of life stages: BSF vs EPI (left), BSF vs MET (centre) and EPI vs MET (right). These plots demonstrate that replicates cluster by life stage, reflecting the consistency in transcript abundance among replicates of the same stage.
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