[bookmark: _GoBack]Figure 2S. Sequence alignment showing similarities between the Ph. papatasi and Ph. sergenti PpSP32-like proteins. Sequence alignment was carried out using ClustalW and manually annotated. Shading indicates amino acid similarities: Black: fully conserved, Dark Grey: strongly similar; Light Grey: weakly similar.

[image: ]




image1.emf
Ph.papatasi (JQ988888)    M SG HI LT VGLIV VV AHCA T LSSSA S TIPI QS QG QD FPVPFV S E - Q TDDF Y DD KF YPDI S D   Ph.sergenti (HM569368)   M LR HI FS VGLIV IL AHCA Q LSSSA K TIPI SK QG KN FPVPFV D PK E TDDF F DD QY YPDI D D     Ph.papatasi (JQ988888)    D N I N E V VRDN GRKGGDR G S QS T PSG K E S H PSAT Q TG G R RP SQSPCGESR P S G S A T S GRRP   Ph.sergenti (HM569368)   E S I T E I VRDN Q ------ G Y QS K PSG D K S R PSAT P NS G Q RP PGRAET --- P P A S P A S ----     Ph.papatasi (JQ988888)    SQSPR GE SL PP A TLA G R Q NS R QQ D R RQ N K K Q P DLS K YKNSPA R YIF T TGN V D S GKTPD E E   Ph.sergenti (HM569368)    ---- S AS PA PP C RNP G Q Q GR K -- Q G KK G Q K K Q DLS R YKNSPA K YIF R TGN I D P GKTPD D V     Ph.papatasi (JQ988888)    R I F R T N R A EYV L A T G G PYD N Y L VEII D GP N P N D I S LKQ S T T MG G D S K LILDNP N R N T IV G   Ph.sergenti (HM569368)    R L F S T S Q P EYV I A S G N PYD D Y V VEII E GP T - S D L K LKQ A T I MG R E S R LILDNP S R G K VI G     Ph.papatasi (JQ988888)    R I KT F KA   Ph.sergenti (HM569368)    R V KT Y KA      


