
Frozen samples: 
Potentially eligible participants1 = 100 

Index test: RT-hn-PCR-T 

1 population: 100 most recent samples with sufficient volume, respecting approximatively a balance 
between FAT-positive and FAT-negative samples 

Eligible participants = 113 Excluded = 0 

No index test = 0 
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n = 53 

Index test inconclusive 
n = 0 

Fresh samples: 
Potentially eligible participants2 = 13 

No reference 
standard  
n = 0 

No reference 
standard  
n = 0 

No reference 
standard  
n = 0 

Reference standard 
n = 60 

Reference standard 
n = 53 

Reference standard 
n = 0 

Final Diagnosis  
- Target condition 

present (n = 56) 
- Target condition 

absent (n = 4) 
- Inconclusive (n = 0) 

Final Diagnosis  
- Target condition 

present (n = 2) 
- Target condition 

absent (n = 51) 
- Inconclusive (n = 0) 

Final Diagnosis  
- Target condition 

present (n = 0) 
- Target condition 

absent (n = 0) 
- Inconclusive (n = 0) 

2 population: fresh samples arrived at the LNR during the study period 

S1 Fig: STARD (Standards for Reporting Diagnostic Accuracy) flow diagram for RT-hn-PCR-T   


