
S1 Table. Mycobacterium bovis samples used in the phylogeographic and population genetics analyses, with the 

references from where data was obtained. 

Country Region Sample number Reference 

Algeria North Africa 89 [1] 

Burkina Faso Western Africa 32 [2] 

Burundi Eastern Africa 10 [3] 

Cameroon Central Africa 269 [4] 
[3]  
[5] 

Chad Central Africa 67 [4] 
[3] 

Eritrea Eastern Africa 14 [6] 

Ethiopia Eastern Africa 67 [3] 
[7] 

Mali Western Africa 59 [8] 
[4] 
[3] 

Mozambique Southern Africa 102 [9] 
Unpublished, this work 

Nigeria Central Africa 178 [4] 
[3] 
[10] 

South Africa Southern Africa 193 [11] 
[12] 
[13] 

Tanzania Eastern Africa 27 [4] 
[3] 
[14] 

Tunisia North Africa 211 [15] 
[16] 
[17] 

Uganda Central Africa 2 [3] 

Zambia Southern Africa 24 [18] 

Italy Europe 205 [19] 
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