
S3 Table. SNPs With Suggestive Associations with Residual Cognition (p<1.0×10-5)
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Estimated effect indicates change in residual cognition, as measured by z-score, per each additional minor allele of each SNP. 
[bookmark: _GoBack]CHR, chromosome; SNP, single nucleotide polymorphism.
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CHR Position	(hg19) SNP p-Value Estimated	effect Genes	within	100	kb
3 105725383 rs73197666 4.5E-06 -0.36 -
3 105765847 rs58808790 2.2E-06 -0.33 -
3 105767164 rs58850283 2.2E-06 -0.33 -
3 105767517 chr3:105767517 2.2E-06 -0.33 -
3 105767519 chr3:105767519 2.2E-06 -0.33 -
3 105768164 rs73201585 2.1E-06 -0.33 -
3 105772040 rs60328885 1.7E-06 -0.34 -
3 105773749 rs73201596 1.7E-06 -0.34 -
3 105778154 chr3:105778154 2.5E-06 -0.33 -
3 105779313 rs73203507 2.5E-06 -0.33 -
3 105780844 rs73203509 2.5E-06 -0.33 -
3 105786056 rs73203514 2.5E-06 -0.33 -
3 105790580 rs73203518 2.4E-06 -0.33 -
3 105791380 rs73203521 2.4E-06 -0.33 -
3 105791637 chr3:105791637 2.4E-06 -0.33 -
3 105794661 chr3:105794661 5.5E-06 -0.35 -
3 105796424 rs73203522 3.7E-06 -0.34 -
3 105807773 rs767152 7.1E-06 -0.34 -
3 105810248 rs73203528 6.5E-06 -0.34 -
3 105812245 rs73189249 6.5E-06 -0.34 -
3 105821628 chr3:105821628 7.7E-06 -0.34 -
3 105824988 rs73189252 6.7E-06 -0.35 -
3 105828985 chr3:105828985 7.3E-06 -0.35 -
3 105844472 rs6799485 5.3E-06 -0.35 -
4 96362183 rs17023881 4.4E-06 -0.41 UNC5C(0)
4 96363012 rs3846455 3.1E-06 -0.42 UNC5C(0)
5 73847916 rs76662990 7.7E-06 0.30 ENC1(-75.32kb)
7 12263800 rs11509153 9.4E-06 0.19 TMEM106B(0)
7 16944069 rs76662990 7.6E-07 -0.58 AGR2(+99.33kb)|AGR3(+22.46kb)
7 16945142 rs34456231 6.2E-06 -0.27 AGR3(+23.53kb)
7 16945625 rs4721547 6.3E-06 -0.27 AGR3(+24.01kb)
7 16945734 rs9648224 7.6E-06 -0.26 AGR3(+24.12kb)
7 16946252 rs10282187 5.9E-06 -0.27 AGR3(+24.64kb)
7 16950824 rs71540775 3.0E-06 -0.29 AGR3(+29.21kb)
7 16952689 rs35784161 3.2E-06 -0.29 AGR3(+31.08kb)
7 16954155 chr7:16954155 3.1E-06 -0.28 AGR3(+32.54kb)
7 16954787 rs10487587 3.4E-06 -0.28 AGR3(+33.17kb)
7 16954991 chr7:16954991 3.4E-06 -0.38 AGR3(+33.38kb)
7 16957026 rs17268110 3.1E-06 -0.28 AGR3(+35.41kb)
7 16957229 rs4532498 3.3E-06 -0.27 AGR3(+35.62kb)
7 16957642 rs12532530 2.5E-06 -0.28 AGR3(+36.03kb)
7 16957673 rs4609105 2.5E-06 -0.28 AGR3(+36.06kb)
7 16957686 rs12532502 2.3E-06 -0.28 AGR3(+36.07kb)
7 16959483 rs71540776 8.4E-07 -0.33 AGR3(+37.87kb)
7 16964510 rs13237319 5.9E-06 -0.26 AGR3(+42.9kb)
7 16966016 rs847406 7.7E-06 -0.26 AGR3(+44.4kb)
7 16966180 rs847405 7.7E-06 -0.26 AGR3(+44.57kb)
7 16966898 rs847402 9.8E-06 -0.25 AGR3(+45.28kb)
7 16970321 rs847393 7.5E-06 -0.26 AGR3(+48.71kb)
7 16972568 rs847388 7.5E-06 -0.26 AGR3(+50.95kb)
7 16981151 rs35304706 7.1E-06 -0.26 AGR3(+59.54kb)
7 17060306 rs10242584 6.4E-06 -0.19 AGR3(+138.7kb)
7 17065965 rs1029576 4.6E-06 -0.20 AGR3(+144.4kb)
8 1210306 rs11777069 7.1E-06 -0.25 LOC286083(-33.99kb)
8 1213744 rs11775115 4.5E-06 -0.24 LOC286083(-30.55kb)
8 1214231 rs13251325 5.4E-06 -0.24 LOC286083(-30.06kb)
8 1214372 rs13253706 4.8E-06 -0.24 LOC286083(-29.92kb)
8 1216767 rs34130287 4.0E-06 -0.25 LOC286083(-27.53kb)
8 1217586 chr8:1217586 4.8E-06 -0.41 LOC286083(-26.71kb)
13 57507963 rs35839880 9.6E-06 -0.19 -
13 57510877 rs4098270 9.6E-06 -0.19 -
13 57513499 rs4254194 8.4E-06 -0.19 -
13 57519192 rs9569557 6.1E-06 -0.20 -
13 57522054 rs9527559 3.3E-06 -0.20 -
13 57529602 rs9527561 2.2E-06 -0.21 -
13 57539324 rs7323725 2.3E-06 -0.22 -
15 25772908 rs7402241 4.5E-06 -0.50 -
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