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	Exposure
	Outcome
	Model
	Included loci
	Number of  SNPs
	P-value
	OR
	95%CI of OR

	Isoleucine genetic score
	Type 2 diabetes
	Correlated
genetic variants
	PPM1K
	9
	2.1 x 10-05
	1.43
	1.21-1.68

	Isoleucine genetic score
	Type 2 diabetes
	Correlated
genetic variants
	PPM1K,  DDX19A, CBLN1, TRMT61A
	12
	9.5 x 10-08
	1.44
	1.26-1.65

	Isoleucine genetic score
	Type 2 diabetes
	Independent
genetic variants
	PPM1K
	1
	0.0055
	1.40
	1.10-1.78

	Isoleucine genetic score
	Type 2 diabetes
	Independent
genetic variants
	PPM1K,  DDX19A, CBLN1, TRMT61A
	4
	2.0 x 10-05
	1.44
	1.22-1.71

	Isoleucine genetic score
	Type 2 diabetes
	Independent
genetic variants
	 DDX19A, CBLN1, TRMT61A
	3
	0.0011
	1.48
	1.17-1.88


Abbreviations: SNP, single nucleotide polymorphisms; SE, standard error; OR, odds ratio; CI, confidence interval. 
ORs are reported per standard deviation of genetically-predicted change in isoleucine levels.

