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RPL14B,RPS4B,RPS4A,RRP5  Ribosomal subunits
RPS30B,RPL36B,YPL068C          
PCK1             Phosphoenolpyruvate
              Carboxykinase
YEF3             Yeast elongation factor
FET3         Ferrous transport
AAH1         Adenine
          Aminohydrolase
TRM13        tRNA methyltransferase
MDH2         Malate dehydrogenase
RPC40        RNA polymerase C
MNL1,IMP4,PXR1,HMS1,
KEL3RGS2,YHR070C-A,   others
YPL068C,YGR296W,TDA6    
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Supplementary Figure 9: Directly and 
indirectly regulated targets of Gcn4
A. Pie chart showing the number of Gcn4 
targets directly/indirectly repressed by Gcn4.
B. List of genes directly repressed by Gcn4 and 
their reported function.
C. Genomic tract showing the Gcn4 peaks for 
the selected genes that are activated directly by 
Gcn4 (top panel), and their transcript expression
values as measured using RNA seq (bottom 
panel).
D. Genomic tract showing the Gcn4 peaks for 
the selected genes that are directly repressed 
by Gcn4 (top panel) and their transcript 
expression values as measured using RNA 
seq (bottom panel). The peaks were visualized 
using the Integrated Genome Browser (IGB) [9].
E. Integrated Genome Browser (IGB) tracts, 
showing Gcn4 binding peaks on the promoters 
of the genes that comprise the arginine, lysine 
and histidine biosynthetic pathways


