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	Description
	Max score
	Total score
	Query cover
	E value
	Ident.
	Accession

	Salmonella Typhi R27 plasmid
	7613
	7613
	100%
	0.0
	100%
	AF250878.1

	E. coli H226B plasmid pH226B
	7598
	7598
	100%
	0.0
	99%
	KX129784.1

	Salmonella enterica B71 plasmid pB71
	7598
	7598
	100%
	0.0
	99%
	KP899806.1

	Salmonella enterica 109/9 plasmid 109/9
	7598
	7598
	100%
	0.0
	99%
	KP899805.1

	Salmonella enterica F8475 plasmid pF8475
	7598
	7598
	100%
	0.0
	99%
	KP899804.1

	E. coli 63743 plasmid pEQ2
	7598
	7598
	100%
	0.0
	99%
	KF362122.2

	E. coli T23 plasmid pEQ1
	7598
	7598
	100%
	0.0
	99%
	KF362121.2

	Salmonella enterica L-2454 plasmid pMAK1
	7598
	7598
	100%
	0.0
	99%
	AB366440.1

	E. coli EC2 plasmid pEC2
	7595
	7595
	100%
	0.0
	99%
	CP016183.1

	Salmonella Typhi P-stx-12 plasmid
	7589
	7589
	100%
	0.0
	99%
	CP003279.1

	Salmonella Typhi CT18 pHCM1 plasmid
	7586
	7586
	100%
	0.0
	99%
	AL513383.1

	Salmonella enterica 8025 plasmid p8025
	5160
	5160
	100%
	0.0
	87%
	KP899803.1

	Citrobacter freundii plasmid pNDM-CIT
	5160
	5160
	100%
	0.0
	87%
	JX182975.1
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