	sample size
	demography
	recombination 
rate
	phasing
	allele frequencies
	Error

	Error

	Bias

	

	100
	constant
	
	known
	all
	1.07
	3.4x10⁴
	0.88
	0.56

	
	
	
	
	10%
	0.80
	1.7x10⁴
	0.57
	0.53

	
	
	
	
	1% 
	0.57
	9.2x10³
	0.28
	0.62

	
	
	
	inferred
	all
	1.08
	3.4x10⁴
	0.87
	0.50

	
	
	
	
	10%
	0.81
	1.7x10⁴
	0.55
	0.43

	
	
	
	
	1% 
	0.59
	9.3x10³
	0.21
	0.47

	
	recent growth
	
	known
	all
	1.05
	3.4x10⁴
	0.85
	0.57

	
	
	
	
	10%
	0.76
	2.1x10⁴
	0.54
	0.52

	
	
	
	
	1% 
	0.50
	7.4x10³
	0.24
	0.56

	
	
	
	inferred
	all
	1.06
	3.4x10⁴
	0.83
	0.49

	
	
	
	
	10%
	0.78
	2.1x10⁴
	0.51
	0.39

	
	
	
	
	1% 
	0.52
	7.5x10³
	0.15
	0.40

	1000
	constant
	
	known
	all
	1.07
	2.8x10⁴
	0.76
	0.70

	
	
	
	
	10%
	0.76
	1.2x10⁴
	0.42
	0.70

	
	
	
	
	1%
	0.47
	5.5x10³
	0.09
	0.77

	
	
	
	
	0.1%
	0.38
	2.7x10³
	-0.08
	0.81

	
	
	
	inferred
	all
	1.08
	2.8x10⁴
	0.75
	0.67

	
	
	
	
	10%
	0.78
	1.2x10⁴
	0.41
	0.65

	
	
	
	
	1%
	0.52
	5.5x10³
	0.07
	0.69

	
	
	
	
	0.1%
	0.48
	2.7x10³
	-0.18
	0.71

	
	recent growth
	
	known
	all
	0.92
	2.5x10⁴
	0.55
	0.67

	
	
	
	
	10%
	0.62
	1.1x10⁴
	0.27
	0.60

	
	
	
	
	1%
	0.36
	4.6x10³
	0.04
	0.59

	
	
	
	
	0.1%
	0.29
	1.6x10³
	-0.07
	0.51

	
	
	
	inferred
	all
	0.94
	2.5x10⁴
	0.50
	0.57

	
	
	
	
	10%
	0.65
	1.1x10⁴
	0.21
	0.46

	
	
	
	
	1%
	0.42
	4.6x10³
	-0.04
	0.40

	
	
	
	
	0.1%
	0.37
	1.7x10³
	-0.21
	0.32
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