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S6 Fig. Bisulfite-PCR analysis of HDG3 methylation in seeds. (A) % methylation from the indicated crosses. 
Female parent listed first. IR lines are independent transgenic events. Cvi x Col and Col x Cvi data are from [20]. (B) 
Endosperm total DNA methylation (%) for each bisulfite clone from the above data. Maroon circles, maternal allele 
clones; blue diamonds, paternal allele clones.


