
Bathyarchaeota archaeon

Thorarchaeota archaeon SMTZ1 4

Methanothermus fervidus

Haloarcula marismortui

MSBL1 archaeon SCGC19

Yarrowia lipolytica

Hammondia hammondi

Pyrobaculum aerophilum

Natrialba magadii

Methanothermobacter thermautot

Chondrus crispus

Methanocaldococcus infernus

Aeropyrum pernix

Methanocorpusculum labreanum

Ferroplasma acidarmanus

Sulfolobus tokodaii

Aureococcus anophagefferens

Acytostelium subglobosum

Ignicoccus hospitalis

Ostreococcus lucimarinus

Desulfurococcus kamchatkensis

Candidatus Nitrosoarchaeum lim

Batrachochytrium dendrobatidis

Vulcanisaeta moutnovskia

Candidatus Methanomethylophilu

Thermococcus barophilus

Methanococcus vannielii

Archaeoglobus veneficus

MSBL1 archaeon SCGC03

Methanoregula boonei

Phaeodactylum tricornutum

Methanobrevibacter smithii

Phytophthora infestans

Xenopus tropicalis

Ferroglobus placidus

Thermoproteus tenax

archaeon Loki

Amphimedon queenslandica

Schizosaccharomyces pombe

Homo sapiens

Arabidopsis thaliana

Saccharomyces cerevisiae

Micromonas sp

Ustilago maydis

Plasmodium vivax

mCg 6 archaeon

Capsaspora owczarzaki

Pyrococcus abyssi

Hadesarchaea archaeon DG 33 1

Thorarchaeota archaeon SMTZ1 8

Candidatus Nitrososphaera garg

Metallosphaera sedula

Mortierella verticillata

Pyrolobus fumarii

Thalassiosira pseudonana

Methanosaeta harundinacea

Cenarchaeum symbiosum

Thermococcus nautili

Polysphondylium pallidum

Guillardia theta
Oxytricha trifallax

Physcomitrella patens

Methanotorris igneus

Mus musculus

Methanococcoides burtonii

Toxoplasma gondii

Methanosarcina mazei

Salpingoeca rosetta

Caldivirga maquilingensis

Monosiga brevicollis

Dictyostelium discoideum

Naegleria gruberi

Acanthamoeba castellanii

Plasmodium falciparum

Nitrosopumilus maritimus

Aspergillus fumigatus

Drosophila melanogaster

Thermofilum pendens

Selaginella moellendorffii

Methanocella paludicola

Oryza sativa

Hadesarchaea archaeon YNP 45

Aciduliprofundum boonei

mCg archaeon SMTZ1 55
Candidatus Caldiarchaeum subte

Galdieria sulphuraria

Babesia bigemina

Hadesarchaea archaeon YNP N21

81

100

43

19

100

100

100

100

48

64

93

100

81

99

20

83

100

100

100

100

100

100

67

100

100

100

100

100

68

100

94

100

100

100

100

100

68

100

97

100

100

100

78

98

100

99

90

100

73

50

52

100

70

100

100

28

100

39

100

100

100

100

97

83

86

100

100

100

89

100

100

100

100

100

100

100

100

96

100

100

99

100

29

100

100

Tree scale: 0.1

S35 Fig – ML phylogenetic tree of the concatenation of the two largest RNA polymerase subunits with 
the new dataset after inclusion of Bathyarchaeota, Thorarchaeota, Hadesarchaeota, and candidate 
division MSBL1 archaea, and removal of bacterial sequences.  
In this tree, eukaryotic sequences are indicated in blue, and are used as outgroup. For Archaea, 
Thaumarchaeota and Aigarchaeota are indicated in pink, Crenarchaeota in orange and Euryarchaeota in olive-
green. The scale-bar represents the average number of substitutions per site. Values at nodes represent support 
calculated by nonparametric bootstrap (out of 100).  


