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ATGTGATGCGGTGAGTGACATGG 1.1    3MMs [4:8:13]     II gcy-19 OMW520 GGAGATATAGGCCACCTGTCAAAG OMW521 GTGGATCAATATGGAGCTCTCGTG OK

ATGTGAGAGAGTAAGTGACATAG 0.5   4MMs [4:7:9:10]    II abts-3 OMW522 CTACCAATTCGCAGTCCATCAGTTC OMW523 CCAGATGTCTTGATCCTAGCGAAC OK

ATGTGAATCGGGAAGTGACACGG 0.5   4MMs [4:7:8:12]    III C35D10.8 OMW524 CAACGAACGCAATCTCCTAGTCAC OMW525 CGGGTGATTTTTCTGACTTGTCCG OK

ATGCCACACGGTAAGTAACATAG 0.4   4MMs [4:5:7:17]    IV n.n. OMW526 GGATGTTCATAAACTCCACAGTATTC OMW527 GTCAAATGCCCTTCAAGTAGAGGG OK

ATGGGTTAAGGTAAGTGAGAGAG 0.4    3MMs [6:9:19]     IV ZK792.1 OMW528 CGAGACCTAAGAGATCACCATTCAC OMW529 GTAGGTAGTACCTACTAGGCACAG OK

ATTAGATACGGAAAGTGAAAAGG 0.2   4MMs [3:4:12:19]   I pgp-2 OMW530 CATTCTAGGATTGCCAGATGTAGG OMW531 CACTGACGATCGCAATGACGTCAC OK
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AAGTATAAAAACTATTAAGTAGG 4.3     2MMs [4:17]      X C37E2.3 OMW532 GCCCAGAATGGTAGTTCATCATTCC OMW533 CATCCATGATGTCGAGTTGCTTGG OK

AAAATTAAAAACAATTTAGTTGG 0.6   4MMs [3:4:5:13]    I n.n. OMW534 GGTAACAGTTTAAGCCAAACAGGC OMW535 GAATGAAACGTTGACTGTTGCCGC OK

AATGTTTAAAACTATTTATTAAG 0.3   4MMs [3:5:7:19]    IV n.n. OMW536 CTTTGGTACCCGGATGTCAGGAAATG OMW537 GACATTGGAGAATCAGACGGACGAG OK

GATAATAAAAACTATTTTGTAGG 0.3   4MMs [1:3:4:18]    II C08G5.1 OMW538 CGGTAATTTCCAGACGTAGTTGATAG OMW539 GTCTCAAATGGCACAAGAAACAGCG OK

TAGGACAAAAAGTATTTAGGGGG 0.2   4MMs [1:6:12:20]   V F53F8.10 OMW540 GTTTGCCGATCACCAATCACTTTGC OMW541 CAGGCGTTTTGAGACCATCTATCG OK

TAGAATAAAAACTATTGAATTAG 0.2   4MMs [1:4:17:19]   V n.n. OMW542 CAGACGTGTCAGACAAGGATGCAC OMW543 GATAAGACACGCAAAGGCTGGGC OK

AAGGCAAAAAAGTATTTAGGGGG 0.2   4MMs [5:6:12:20]   V n.n. OMW544 CTTGTATGACTTCCACATCTTGCG OMW545 CAGCCAGTTGGACAACACATTGAAG OK

AAATATAAAAACCATTTAATAAG 0.2   4MMs [3:4:13:19]   II n.n. OMW546 GTCAAGATTTGTGATTGGTTCTGCG OMW547 CGGCAACTTGGTTTACGAACCCTG OK

AGAGAGAAAAACTATTTTGTTGG 0.2   4MMs [2:3:6:18]    III n.n. OMW548 CTCGCATCCTTTGAACTTCAAACGC OMW549 CTAATTTGTCCAGGTACTCCCAGC OK

S2 Table

pat-3 sgRNA #2 	 ATGGGATACGGTAAGTGACA CGG 
on-target locus: 	 chrIII:+3909295

pat-3 sgRNA #4 	 AAGGATAAAAACTATTTAGT TGG 
on-target locus: 	 chrIII:-3909422

Offtarget analysis: www.crispr.mit.edu


