[bookmark: _GoBack]S8 Table. Genetic distance (1-ibs, identity by state) between Fasciola hepatica isolates based on the nuclear SNPs. After excluding loci with missing genotypes in any of the isolates, variant and non-variant loci (n=14,775,639) observed on the top 20 longest contigs were used for ibs estimation. The genetic distance between Oregon (US) and Uruguay (UY) isolates indicated that they are not substantially more closely related to each other than either is to the five published UK isolates (UK1-5; SRA Project ID: ERP006249).
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UK1 UK2 UK3 UK4 UKS US UY5

UK . 0.0110 0.0105
UK2 0.0088 0.0086 0.0112 0.0105
UK3 0.0084 0.0073 0.0104 0.0100
UK4 0.0085 0.0088 0.0084 0.0087 0.0114 0.0104
UK5 0.0074 0.0086 0.0073 0.0087 0.0113 0.0107

US 0.0110 0.0112 0.0104 0.0114 0.0113 0.0108
UY5 0.0105 0.0105 0.0100 0.0104 0.0107 0.0108
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