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TaqMan probe targets:
1  chr3R:25,619,146-72  
 TAGGGCGTGTAGATTTGCAGGATGCGT
2  chr3R:25,619,216-43  
 AACAAAGTAGAAAGCAAACAGGAGCGTC
3  chr3R:25,619,694-22
 TCAACAAAAGCTGATCAGGTAAAGCAACT  
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