[bookmark: _GoBack]S9 Table. Fine-mapping crossovers within the HRG6 MRC1 map interval using dCAPs genotyping. The ‘Genotyping Assay’ column indicates whether a given marker coordinate was genotyped by KBiosciences (SNP), or via dCAPs assays.
	Genotyping
Assay
	Chr1 coordinate (bp)
	Crossovers
	Interval size (bp)
	cM
	cM/Mb

	SNP
	23634704
	3
	5864
	0.094
	16.09

	dCAPs
	23640568
	0
	1805
	0
	0

	dCAPs
	23642373
	0
	6346
	0
	0

	dCAPs
	23648719
	0
	2161
	0
	0

	dCAPs
	23650880
	2
	1645
	0.0629
	38.24

	dCAPs
	23652525
	1
	659
	0.0315
	47.73

	dCAPs
	23653184
	2
	2599
	0.0629
	24.20

	dCAPs
	23655783
	0
	4155
	0
	0

	SNP
	23659938
	0
	0
	0
	0
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