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S11 Figure. Chromatin properties that do not differ between control introns and introns
retained in brr2a-2. Box plots show averaged genome-wide bisulfite sequencing and ChIP
signals for exons (blue) and introns (green). DRI, differentially retained introns in brr2a-2. DRI
gene, genes containing at least one differentially retained intron. Thus, the boxes in each plot
represent, from left to right, (i) exons from genes that have no DRIs, (ii) exons from genes that
have at least one DRI, (iii) normally spliced introns in genes that have at least one DRI, (iv) DRls,
and (v) introns from genes that have no DRIs. Control genes without DRIs were selected to have
the same median expression as the DRI genes. No difference is significant (p>0.01) in Wilcoxon
signed-rank tests.



