Table S3: Yeast strains and plasmids used in this study

Yeast strains

	Strain
	Genotype
	Reference

	BY4741
	met15∆0, his3∆1, ura3∆0, leu2∆0
	[3]

	RGY4136
	met15∆0, his3∆1, ura3∆0, leu2∆0, PGAL1-RNQ1 URA3 2µ
	


[4] ADDIN EN.CITE 

	RGY5266
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6
	This study

	RGY5643
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, TUP1-3HA::NatMX
	This study

	RGY5642
	met15∆0, his3∆1, ura3∆0, leu2∆0, TUP1-3HA::NatMX
	This study

	RGY5750
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, CYC8-3HSV::URA3
	This study

	RGY5722
	met15∆0, his3∆1, ura3∆0, leu2∆0, CYC8-3HSV::URA3
	This study

	RGY5641
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆
	This study

	RGY5645
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆
	This study

	RGY5702
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆, cyc8∆
	This study

	RGY5758
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1-3HA::URA3, cyc8∆::CYC8::LEU2
	This study

	RGY5759
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)-3HA::URA3, cyc8∆::CYC8::LEU2
	This study

	RGY5754
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8-3HSV::LEU2
	This study

	RGY5756
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)-3HSV::LEU2
	This study

	RGY5704
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, siz1∆
	This study

	RGY5744
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, siz1∆, CYC8-3HSV::URA3
	This study

	RGY5746
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, siz1∆, TUP1-3HA::NatMX
	This study

	RGY5705
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, siz2∆
	This study

	RGY5707
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cst9∆
	This study

	RGY5749
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, MMS21-3HSV-IAA1.T10::KanMX, CYC1::AFB2::LEU2
	This study

	RGY5711
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, ULP1-3HSV-IAA1.10::KanMX, CYC1::AFB2::LEU2
	This study

	RGY5745
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, ULP1-3HSV-IAA1.10::KanMX, CYC1::AFB2::LEU2, CYC8-3HSV::URA3
	This study

	RGY5747
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, ULP1-3HSV-IAA1.10::KanMX, CYC1::AFB2::LEU2, TUP1-3HA::NatMX
	This study

	RGY5712
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, ULP2-3HSV-IAA1.10::KanMX, CYC1::AFB2::LEU2
	This study

	RGY5753
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, TUP1::TUP1(73-713)-3HA::URA3
	This study

	RGY5751
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, CYC8::CYC8(176-966)-3HSV::LEU2
	This study

	RGY5762
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8::LEU2, isolate 1
	This study

	RGY5763
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8::LEU2, isolate 2
	This study

	RGY5765
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)::URA3, cyc8∆::CYC8::LEU2, isolate 1
	This study

	RGY5766
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)::URA3, cyc8∆::CYC8::LEU2, isolate 2
	This study


	RGY5768
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)::LEU2, isolate 1
	This study

	RGY5769
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)::LEU2, isolate 2
	This study

	RGY5771
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)::LEU2, isolate 1
	This study

	RGY5772
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)::LEU2, isolate 2
	This study

	RGY5812
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8-GFP::LEU2
	This study

	RGY5813
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)::URA3, cyc8∆::CYC8-GFP::LEU2
	This study

	RGY5814
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)-GFP::LEU2
	This study

	RGY5815
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)-GFP::LEU2
	This study

	RGY5816
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1-GFP::URA3, cyc8∆::CYC8::LEU2
	This study

	RGY5817
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)-GFP::URA3, cyc8∆::CYC8::LEU2
	This study

	RGY5818
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1-GFP::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)::LEU2
	This study

	RGY5819
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, tup1∆::TUP1(K270R)-GFP::URA3, cyc8∆::CYC8(K735R,K736R,K738R,K748R)::LEU2
	This study

	RGY5820
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆::CYC8-GFP::LEU2
	This study

	RGY5821
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆::CYC8(∆441-677)-GFP::LEU2
	This study

	RGY5822
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆::CYC8(K735R,K736R,K738R,K748R)-GFP::LEU2
	This study

	RGY5823
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆::CYC8(∆441-677,K735R,K736R,K738R,K748R)-GFP::LEU2
	This study

	RGY5820
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆::CYC8-GFP::LEU2, hog1∆
	This study

	RGY5822
	met15∆0, his3∆1, ura3∆0, leu2∆0, 6His-FLAG-SMT3::HIS3MX6, cyc8∆::CYC8(K735R,K736R,K738R,K748R)-GFP::LEU2, hog1∆
	This study


Plasmids

	Name
	Encoded protein
	Parent vector
	Reference

	pRG3990
	PGPD-AFB2
	pGP5G-ccdB
	
 ADDIN EN.CITE 
[5]


	pRG1673
	PGAL1-RNQ1-YFP
	pRS416
	[6]

	pRG4190
	pAG424GAL-CYC8 PrD-EYFP
	pAG424GAL-ccdB-EYFP
	
 ADDIN EN.CITE 
[7]


	pRG4043
	TUP1
	pRS406
	This study

	pRG4129
	TUP1(K270R)
	pRS406
	This study

	pRG4059
	TUP1-3HA
	pRS406
	This study

	pRG4060
	TUP1(K270R)-3HA
	pRS406
	This study

	pRG4111
	TUP1(73-713)-3HA
	pRS406
	This study

	pRG4086
	TUP1-GFP
	pRS406
	This study

	pRG4087
	TUP1(K270R)-GFP
	pRS406
	This study

	pRG4020
	CYC8
	pRS405
	This study

	pRG4130
	CYC8(K735R,K736R,K738R,K748R)
	pRS405
	This study

	pRG4052
	CYC8-3HA
	pRS405
	This study

	pRG4079
	CYC8(1-900)-3HA
	pRS405
	This study

	pRG4080
	CYC8(1-830)-3HA
	pRS405
	This study

	pRG4081
	CYC8(1-745)-3HA
	pRS405
	This study

	pRG4082
	CYC8(1-715)-3HA
	pRS405
	This study

	pRG4084
	CYC8-3HSV
	pRS405
	This study

	pRG4113
	CYC8(K735R,K736R,K738R,K748R)-3HSV
	pRS405
	This study

	pRG4110
	CYC8(176-966)-3HSV
	pRS405
	This study

	pRG4085
	CYC8-GFP
	pRS405
	This study

	pRG4128
	CYC8(K735R,K736R,K738R,K748R)-GFP
	pRS405
	This study

	pRG4193
	CYC8(∆441-677,K735R,K736R,K738R,K748R)-GFP
	pRS405
	This study

	pRG4240
	CYC8-mCherry
	pRS416
	This study

	pRG4241
	CYC8(K735R,K736R,K738R,K748R)-mCherry
	pRS416
	This study

	pRG4242
	TUP1-mCherry
	pRS406
	This study

	pRG4244
	CYC8(K735R,K736R,K738R,K748R)-GFP-SV40NLS
	pRS405
	This study
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