
Figure S5A: Alignment of Ku80a, Ku80b and Ku80c proteins from P. tetraurelia 
 
 
 
                   ------------------------------------------------------- 
Pt-Ku80c    1 MSGKEATLILLDVGASMYGQYQQGGSKKLSRLELAVDCLGLMIQQKIFNYKNHEVGLILF 
Pt-Ku80a    1 MAGKEATLVLLDVGASMYEPYKQAQGKKITRLELAVDCIGMMIQQKIFNYKNHEVGLVLF 
Pt-Ku80b    1 MAGKEATLVLLDVGASMYEPYKQAQGKNITRLELAVDCIGMMIQQKIFNYKNHEVGLVLF 
 
              -------------------- α/β domain ---------------------------- 
Pt-Ku80c   61 GTEEAPDGKTLYIQDLSIPDLDFFRNISDLPNHDVGQQVGGDIFDALDKAVHALDDHAKT 
Pt-Ku80a   61 GTEDAEDGNTFYIQTLSSPDLEFYRNLTELPNHDIPKIIGGDIFDALDKSVSTLDEYVKT 
Pt-Ku80b   61 GTEEAEDGNTFYIQVMSPPDLEFYRNLTELPNHDVPKIKGGDIFDALDKAVSTLDEYVKA 
 
              ------------------------------------------------------------ 
Pt-Ku80c  121 KKMEKKIFILTAGCGQTDYSEKQITKLIKMIEKVDVKINFIALDFMNDYNGDMDDPEKPE 
Pt-Ku80a  121 KKMDKKIFVLTAGFGQTEYNEKKIAKLIKMIEKVDVKINFIALDFMNEYDAELDDPSKPE 
Pt-Ku80b  121 KKMEKKIFVLTAGFGQTDYNEKKIGKLIKMIEKVDVKINFIAMDFMNEYDVELDDPTKPE 
 
              ------------------------------------ 
Pt-Ku80c  181 EFEALNNRMLTASYQCQEQSINSRYVFLMVQELRNNMRIFPANVAFELYSQFHTRSLQAR 
Pt-Ku80a  181 NQETLNDRMLNAVYESQEQSINSRLVYYMVQELRSHMRIFPANIAFELYSQFHTKQMQAR 
Pt-Ku80b  181 NQATLNDRMLNAVYQHQEQSINSRLIYQMVQELRNHMRIFPANIAFELYSQFHTKQMQAR 
 
                    ------------------------------------------------------ 
Pt-Ku80c  241 ASFRGDFQINDEISVQVLIYKRCFEERLPTLRKHSTLGEFQTDTNKNHVRNDLIYYNPED 
Pt-Ku80a  241 ASFRGDFQINDETSISVLVYKRCTEEKLPSLKKHSATGEFSSEPTRNVVRNDTIHYNPED 
Pt-Ku80b  241 ASFRGDFQINDETSIQVLIYKRCAEDRLPSLKKHSAIGEYSSEPTRNIVRNDSIHYNPED 
 
              ------------------------- β barrel ------------------------- 
Pt-Ku80c  301 PNMTPIEKDNIIRGYQYGRNLVPVDQIMEDKMKYQCPRQFQLLGFVDRSHIPRYYYTSTV 
Pt-Ku80a  301 PNMTPIERENIIKGYLYGRSLIPVDSIMEDKMKYQCVRSFQLLGFVDKSQIPRHYFMSSV 
Pt-Ku80b  301 PNMNPIERENIIKGYQYGRNLIPVDSLMEEKMKYQCNRSFQLLGFVERSQIPRHYFIFNV 
 
              ------------------------------------------------------------ 
Pt-Ku80c  361 DMVIAVENQKQQKALAALVIALIATRKVALARFVGREKTAPKLIMLLPHKSKNSQCFWMI 
Pt-Ku80a  361 DMVVAIDCEKAKKSLSSLIIALIATKKIAIARFVGREKSSPKMVVLLPHKSKSYQCFWMI 
Pt-Ku80b  361 DMVIAIDCEKARKSLSALIIALIATKKVAIARFVGRQKSSPKLMLLLPHKSKSYQCFWMI 
 
              ------------------- 
Pt-Ku80c  421 SLPTTEDIRHFQFAALKRSTPPQQMAVSAMIDCMDLEKMPTEDGQFEELLKMKYVANPTR 
Pt-Ku80a  421 ALPTSEDIRHFQFAALRKSTPHQQIAVASLIDKMDLEALPNESGEPEELLKMKYIANPTR 
Pt-Ku80b  421 SLPTSEDIRHFQFSTLRKSTPNQQSAVATLIDKMNLETIPNESGEPEELLKMKYIANPTR 
 
 
Pt-Ku80c  481 QYFQQVVMHKAITRSDVLPPISPLILEYLHPEKRVYDYAKEALQKVKAAFKFKINEIKKQ 
Pt-Ku80a  481 QYFQQVVMHKAITRTDVIPPISPLILEYLHPEQRVYNYAQDAIQRVKNAFKFKVNEIKKP 
Pt-Ku80b  481 QYFQQVVMHKAITRTDVIPPISPLILDYLHPERRVYNYAQDAIQRVKNAFKFKVNDIKKP 
 
                                                                        -- 
Pt-Ku80c  541 GDKKVFWKQLFEDQST..EQIQQQVEDEVVEINQEEEEMVNMFAKQKLGFNDDIVKEIGT 
Pt-Ku80a  541 QDKKVFWKQLFDEQTTQQQQAQQQIEEEVVEINREEEEMVNMFAKQKLGFNDDIIQEIGS 
Pt-Ku80b  541 QDKKVFWKQLFDEQTA.QQQVPEQIEEEIVEINREEEEMVNMFAKQKFGFNDDIIQEIGS 
 
              ------------------- C-ter (DNA-PKcs binding) --------------- 
Pt-Ku80c  599 VDPTSDFRKMITEKRVDLVDTALQQIQKVIIQFVDQSLKGSFYPKALECLKEMRKACITE 
Pt-Ku80a  601 VDPISDFKKMITEKRVDLVDSALQQIQKVIIGLVDQSVKGSFFPKALECLKEMRRACISE 
Pt-Ku80b  600 VDPISDFKKMITEKRVDLVDSALQQIQKVINALVDQSVKGSFFPKALECLKEMRKACISE 
 
              -------------------------------------------------------- 
Pt-Ku80c  659 DEAPVFNKYLHVLKEKYSQLVFWAQIVQQGITLISNIENQKSHVSVDEAQEFLNKEDISH 
Pt-Ku80a  661 DEAPVFNKFLFVLKDKYNQSIFWAQIVQQGITLISNIENQKSGVTAEEAQDFLNKEDNKH 
Pt-Ku80b  660 DEAPVFNKFLFVLKDKYNQQLFWAQIVQQGITLISDIENHKSSVTAEEAQDFLNKEDNKH 
 
 



Pt-Ku80c  719 KQLVDQLQHEEEDLLAEID 
Pt-Ku80a  721 QQMVDQLQHEEEDLLADIE 
Pt-Ku80b  720 QQMVDQLQNEEEDLLADIE 
 
 
 



Figure S5B: Alignment of Ku70a and Ku70b proteins from P. tetraurelia 
 
 
                                                    --------------------- 
PtKu70a    1 MDFEEEHAGGDDVEEIQDGEDIFGEDADISVHDSGSKKDAVIFLVDCKKALFDMDQDGQG 
PtKu70b    1 MDFEEEHAGGDDVEEIQDGEDIFGEDADISVHDSGSKKDAVIFLVDCKKALFDMDQDGQG 
 
             ------------------------------------------------------------ 
PtKu70a   61 TVFSKILSAFSSFMKAKIISSPDDRIGMIFYNTKSTNNQLKFNNITEIYKLDGPSADIIK 
PtKu70b   61 TVFSKILSAFSSFMKAKIISSPDDRIGMIFYNTKSTNNQLKFNNITEIYKLDGPSADIIK 
 
             ------------------------ α/β domain ------------------------ 
PtKu70a  121 NCLKIEQNFEKDYQLGNNAHFHECLWLCNHEFKELDKNKFNMRIFLFTPDDLPYFKDLNA 
PtKu70b  121 NCLKIEQNFEKDYQLGNNAHFHECLWLCNHEFKELDKNKFNMRIFLFTPDDLPYFKDVNA 
 
             ------------------------------------------------------------ 
PtKu70a  181 RSSALKYAKQLKDADVQIELFPLPSQNEFKIARFYGEIITVDLDEVNNAVLDTSTKIMDL 
PtKu70b  181 RSSALKYAKQLKDADVQIELFPLPSQNEFKIARFYGEIITVDLDEVNNAVLDTSTKIMDL 
 
             -------------         -------------------------------------- 
PtKu70a  241 HQRIKQKEFKKRALNRLIMDIDDIKIGLKIYCLVNKAKKPYGKPLDRRYNQQLKKKAQFI 
PtKu70b  241 HQRIKQKEFKKRALNRLIMDIDDIKIGLKIYCLVNKAKKPYGKPLDRRYNQQLKKKAQFI 
 
             ------------------------ β barrel -------------------------- 
PtKu70a  301 DEETGQALFPQQISTHLILGNEKIAIPKEYMAKIKGFEKPGMTLIGFKSSSALKDYHNYR 
PtKu70b  301 DEETGQALFPQQISTHLILGNEKIAIPKEYMAKIKGFEKPGMTLIGFKSSSALKDYHNYR 
 
             ------------------------------------------------------------ 
PtKu70a  361 ASYFLYPDDEHVNGSSQFFDALIQQMILKEKIGIVRLVPKQGSQVRFCALLPQAEQYDEN 
PtKu70b  361 ASYFLYPDDEHVNGSSQFFDALIQQMILKERIGIVRLVPKQGSQVRFCALLPQAEQYDEN 
 
             ---------------------------------------           ---------- 
PtKu70a  421 HFQTPPGLHLIFLPYADDIRGLSTVKQEGAEITRQTLNAAKILVNALTIQDFDCSNFEDP 
PtKu70b  421 HFQTPPGLHLIFLPYADDIRGLSSVKQEGAEISRQTLNAAKILVNALTIQDFDCSNFEDP 
 
             ---------------------- C ter domain ---------- 
PtKu70a  481 SIQKFYTYLQGLALQEQNIEEPEDLLQPDFKGMEKYRDIVNLFMSNVSLECSNMPSRSKG 
PtKu70b  481 SIQKFYTYLQGLALQEQNIEEPEDLLQPDFKGMEKYRDIVNLFMSNVSLECSNMPSRSKG 
 
 
PtKu70a  541 QGGGRGRGRGRGRGKQEESESDDCSKVKGRGRGSTQKQKI.EEDDSLEGEEIYQPVKKRG 
PtKu70b  541 QGGGRGRGRGRGRGKQEESDSDDCHKVKGRGRGSTSKQKVEEEEDSLEGEEIYQPIKKRG 
 
 
PtKu70a  600 RGR 
PtKu70b  601 RGR 
 
 
 


