Table S1. List of strains and plasmids used in the study.

	Strain
	Genotype
	Reference

	SC5314
	Wild-type
	[74]

	BWP17
	Δura3::imm434/Δura3::imm434, Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG
	[65]

	SN148
	Δura3::imm434/Δura3::imm434 Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG
	[75]

	RM1000AH
	Δura3::imm434/Δura3::imm434Δhis1::hisG/ Δhis1::hisG arg4::HIS1/ARG4
	[33]

	USN148
	Δura3::imm434/Δura3::imm434/CIp10
Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG
	This study

	CAKS3b
	Δura3::imm434/Δura3::imm434,

cse4::PCK1pr-CSE4(URA3)/cse4::hisG
	[49]

	YJB8675
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG,

CSE4/CSE4-GFP-CSE4
	[48]

	CAKS101
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

CSE4/CSE4-GFP-CSE4 Δrad52::hisG/rad52::hisG:URA3:hisG
	This study

	GRC277
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

CSE4/CSE4-GFP-CSE4, rad51::HIS1/rad51::ARG4
	This study

	CAKS102
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG CSE4/CSE4-TAP(URA3)


	This study

	GRC144
	Δura3::imm434/Δura3::imm434

Δhis1::hisG/Δhis1::hisG Δarg4::hisG/Δarg4::hisG

Δleu2::hisG/Δleu2::hisG CSE4/CSE4-TAP(URA3)

rad52::HIS1/rad52::ARG4
	This study

	GRC122
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG, CSE4/CSE4-TAP(URA3)

rad51::HIS1/rad51::ARG4
	This study

	CAKS106
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG ,MTW1/MTW1-TAP(URA3)


	This study

	GRC164
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG ,Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG, MTW1/MTW1-TAP(URA3) rad52::HIS1/rad52::ARG4
	This study

	GRC162
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG ,Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG MTW1/MTW1-TAP(URA3), rad51::HIS1/rad51::ARG4
	This study

	GRC68
	Δura3::imm434/Δura3::imm434,RAD51-V5-URA3/rad51::hisG


	This study

	GRC83
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,

RAD52-V5-URA3/rad52::HIS1
	This study



	JGR1.1
	Δura3::imm434/Δura3::imm434, RAD51/rad51::hisG
	[76]

	GRC55
	Δura3::imm434/Δura3::imm434, Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG,RAD52/rad52::ARG4


	This study

	CAKS105
	Δura3::imm434/Δura3::imm434,

Δhis1::hisG/Δhis1::hisG ,Δarg4::hisG/Δarg4::hisG,

Δleu2::hisG/Δleu2::hisG, CSE4/CSE4-TAP (HIS1), ∆ORI7-RI::URA3/∆ORI7-R1::NAT
	This study

	CAKS104
	Δura3::imm434/ Δura3::imm434 Δhis1::hisG/ Δhis1::hisG arg4::HIS1/ARG4,ORI7-RI/∆ORI7-RI::ura3
	This study

	CAKS103


	Δura3::imm434/Δura3::imm434, Δhis1::hisG/Δhis1::hisG, Δarg4::hisG/Δarg4::hisG, Δleu2::hisG/Δleu2::hisG CSE4/CSE4-TAP(HIS1)


	This study

	J129
	∆ura3::imm434/∆ura3::imm434∆his1::hisG/∆his1::his

G∆arg4::hisG/∆arg4::hisG CSE47R-TAP(URA3)/cse4::hisG
	[44]

	GRC409
	∆ura3::imm434/∆ura3::imm434∆his1::hisG/∆his1::his

G∆arg4::hisG/∆arg4::hisG CSE47R-TAP(URA3)/cse4::hisG;rad51::ARG4/rad51::HIS1
	This study

	GRC425
	∆ura3::imm434/∆ura3::imm434∆his1::hisG/∆his1::his

G∆arg4::hisG/∆arg4::hisG CSE47R-TAP(URA3)/cse4::hisG;rad52::ARG4/rad52::HIS1
	This study

	CAI-4
	ura3::imm434/ura3::imm434
	[77]

	JGR5A
	ura3::imm434/ura3::imm434, rad51::hisG/rad51::hisG
	
 ADDIN EN.CITE 

[76]


	TCR2.1.1
	ura3::imm434/ura3::imm434, rad52::hisG/rad52::hisG
	[78]

	BNC23.1
	ura3::imm434/ura3::imm434, rad59::hisG/rad59::hisG
	
 ADDIN EN.CITE 

[76]


	LCD2A1
	ura3::imm434/ura3::imm434, ku70::hisG/ku70::hisG
	[79]

	DKCa58
	arg4/arg4 his1/his1 ura3::imm434/ura3::imm434, GAL1/gal1:URA, mre11 ::HIS1/mre11 ::ARG4
	
 ADDIN EN.CITE 

[80]


	DKCa67
	arg4/arg4 his1/his1 ura3::imm434/ura3::imm434, GAL1/gal1:URA, rad50 ::HIS1/rad50 ::ARG4
	
 ADDIN EN.CITE 

[80]


	DKCa78
	arg4/arg4 his1/his1 ura3::imm434/ura3::imm434, GAL1/gal1:URA, yku80 ::HIS1/yku80 ::ARG4
	
 ADDIN EN.CITE 

[80]


	Plasmid
	Description
	Reference

	pKS101
	pUC19 + CaURA3
	This study

	pORI7-RI
	pKS101 + 1.4 kb intergenic region from ORI7-RI
	This study

	pORI7-LI
	pKS101 + 2.4 kb intergenic region from ORI7-LI
	This study

	pMTU2
	pBluescript-URA3 + C term. MTW1 + TAP + 3'MTW1 UTR
	[50]

	pMG2090
	pBluescript +V5 + TADH1 + CaURA3
	[81]

	pCIp10
	pBluescript + RP10 + CaURA3
	[66]
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