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Table S4. OMIM genes associated with Mendelian disease phenotypes harboring rare, 
deleterious nonsynonymous variants  

ASE across 
tissues 

Gene OMIM disease association 

Shared ASE CACNA1A Cerebellar ataxia, Hemiplegic migraine 
Shared ASE FMO3 Fish-odor syndrome, Trimethylaminuria, 
Shared ASE TBX21 Asthma and nasal polyps 
No ASE DOCK8 Mental retardation, autosomal dominant 
No ASE MTTP Abetalipoproteinemia 
No ASE NLRP3 CINCA syndrome, Muckle-Wells syndrome 
No ASE SLC25A13 Citrullinemia  type II 
No ASE TMEM168 Alveolar soft-part sarcoma, 
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