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	Sequence
	Number of sites on chip (%)
	Average DNA methylation (%)

	[CA]G
	1,040 (87.5)
	13.5 ± 5.9

	[CA]A
	83 (7.0)
	11.6 ± 5.0

	[CA]T
	6 (0.5)
	18.0 ± 8.5

	[CA]C
	55 (4.6)
	21.4 ± 10.8

	[CT]G
	5 (0.4)
	5.2 ± 1.3

	Total
	1,189
	



