	Sample type
	Insert Size
	Total Data (GB)
	Data after filtering (GB)
	Sequence coverage (x)
	Read Length

	N31
	350bp
	4.0
	3.5
	28
	90

	N33
	350bp
	4.0
	3.4
	28
	90

	N36
	350bp
	3.7
	3.2
	26
	90

	DNA1
	350bp
	2.9
	2.6
	20
	90

	DNA2
	350bp
	3.7
	3.4
	26
	90

	N6
	350bp
	3.2
	2.9
	22
	90
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