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-MSYSVTLTGPGPWGFRLOQGGKDFNMPLTISRITPGSKAAQSQLSQGDLVVAIDGVNTDT
-SNYSVSLVGPAPWGFRLOQGGKDFNMPLTISSLKDGGKAAQANVRIGDVVLSIDGINAQG
MDSFKVVLEGPAPWGFRLOGGKDFNVPLSISRLTPGGKAAQAGVAVGDWVLSIDGENAGS
--TQQOIDLOGPGPWGFRLVGGKDFEQPLAISRVTPGSKAALANLCIGDVITAIDGENTSN
-MPHSVTLRGPSPWGFRLVGGRDFSAPLTISRVHAGSKAALAALCPGDLIQAINGESTEL
-MPQTVILPGPAPWGFRLSGGIDFNQPLVITRITPGSKAAAANLCPGDVILAIDGFGTES
-MALTVDVAGPAPWGFRITGGRDFHTPIMVTKVAERGKAKDADLRPGDIIVAINGESAEG
--FICISMTGGAPWGFRLOQGGKEQKQPLQVAKIRNQSKASGSGLCEGDEVVSINGNPCAD
--EVLVTLSGGAPWGFRLHGGAEQRKPLQVSKIRRRSQAGRAGLRERDQLLAINGVSCTN
--QIKLSRFDAQPWGFRLQGGTDFAQPLLVQKVNAGSLSEQAGLQPGDAVVKINDVDVFEN
VLDIKMCRFDNVPWGFRLVGGADYDYPLTVVKVTEGSIADEAGLRVEDIIVRINDTAATP
FAVVLLRDGOQATPWGIRLVGGNDLDTPLIITRVQVGSPAHG-ELLRGDIISKIGEYDARD
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