BDGP in situ hybridization enrichment

A. Terms corresponding to Tin expression domains

Early dataset ( 3h — 5.5h )

Late dataset ( 5.5h - 8h)

all intronic intergenic all intronic intergenic
cardiac mesoderm primordium (stage 11-12, 38 genes) 21 12 12 15 10 6
circular visceral mesoderm primordium (stage 11-12, 10 genes) 2 2 0 3 3 0
lymph gland specific anlage (stage 11-12, 5 genes) 2 2 0 1 1 0
g lymph gland (stage 13-16, 104 genes) 20 12 12 10 6 5
% pericardial cell specific anlage (stage 11-12, 11 genes) 6 5 3 4 4 1
é somatic muscle primordium (stage 11-12, 242 genes) 27 17
§ trunk mesoderm primordium P2 (stage 7-8, 357 genes) 43 23
= trunk mesoderm primordium (stage 9-10, 420 genes) 51 26
trunk mesoderm primordium (stage 11-12, 453 genes) 49 15
visceral muscle primordium (stage 11-12, 214 genes) 36 11
clypeo—-labral primordium (stage 11-12, 118 genes) 19 20
clypeolabrum anlage (stage 7-8, 23 genes) 5 4
% clypeolabrum primordium P2 (stage 9-10, 32 genes) 18 9 14 14 6 8
E foregut anlage (stage 7-8, 74 genes) 24 14 16
§ foregut primordium (stage 9-10, 116 genes) 31 22 18
g foregut primordium (stage 11-12, 242 genes) 43 51 33 22
% head mesoderm primordium P2 (stage 9-10, 379 genes) 93 60 45 52 36 19
é head mesoderm primordium P4 (stage 7-8, 310 genes) 86 57 44 51 35 20
§ head mesoderm primordium (stage 11-12, 211 genes) 39 25 19 22 20 3
= stomatogastric nervous system primordium P2 (stage 9-10, 4 genes) 1 0 1 0 0 0
stomatogastric nervous system primordium (stage 11-12, 43 genes) 26 17 14 - 15 8

BDGP in situ hybridization enrichment
B. All expression terms

brain primordium (stage 11-12, 563 genes)
cat_term:subset_CNS (stage 13-16, 139 genes)

dorsal ectoderm anlage in statu nascendi (stage 4-6, 216 genes)
dorsal ectoderm primordium (stage 7-8, 172 genes)

dorsal ectoderm primordium (stage 9-10, 185 genes)

dorsal epidermis primordium (stage 11-12, 298 genes)
embryonic brain (stage 13-16, 904 genes)

gap (stage 4-6, 69 genes)

gap (stage 7-8, 18 genes)

gap (stage 9-10, 6 genes)

hindgut anlage (stage 7-8, 178 genes)

inclusive hindgut primordium (stage 9-10, 215 genes)
procephalic ectoderm anlage (stage 7-8, 253 genes)
procephalic ectoderm anlage in statu nascendi (stage 4-6, 193 genes)
procephalic ectoderm primordium (stage 7-8, 4 genes)
procephalic ectoderm primordium (stage 9-10, 301 genes)
ventral ectoderm anlage in statu nascendi (stage 4-6, 192 genes)
ventral ectoderm primordium (stage 9-10, 222 genes)

ventral ectoderm primordium P2 (stage 7-8, 292 genes)

ventral epidermis primordium (stage 11-12, 247 genes)

ventral nerve cord (stage 13-16, 918 genes)

ventral nerve cord primordium (stage 11-12, 511 genes)

ventral nerve cord primordium P3 (stage 9-10, 294 genes)
antennal primordium2 (stage 9-10, 15 genes)

head epidermis primordium P1 (stage 11-12, 56 genes)
maxillary sensory complex primordium (stage 11-12, 34 genes)
gnathal lobes anlage (stage 9-10, 11 genes)

Early dataset ( 3h — 5.5h )

Late dataset ( 5.5h — 8h)

all intronic intergenic all intronic intergenic
168 107 91 59 43
69 34 49 19 25
60 61 34 33
50 49 27 29
52 53 33 35
78 68 45 42
216 140 111 111 73 51
33 22 17 16 10 8
12 6 11 9 4 8
6 4 5 5 2 4
39 31 33 19 18
48 32 39 25 18
73 38 39
1 0 0 0 0
71 73 75 38 41
60 52 60 35 30
70 59 34 35
84 71 72 41 38
72 64 35 39
211 138 110 112 74 52
147 99 77 82 53 38
75 63 71 41 35
1 9 7
16 21 24 12 13
15 11 5
9 8 3

—logyg (P.value)

- logyg (P.value)

15

10

35

30

25

20

15

10



