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Swiss-Prot

Filter for transcripts whose top match has EC number

If top metazoan match get best non-metazoan match (and vice-versa)

Calculate HGT index (hg) from bitscore of matches

Assign proteins to metazoan, indeterminate and horizontally Process
transferred groups

Get unique EC numbers for matches in each group _

Output each EC number with
colour for status — unique to a
group, shared

Output all EC numbers
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