TABLE S3: Yeast strains 

	Strain
	Relevant genotype
	Reference

	NKI2148
	MATa his3Δ200 leu2Δ0 lys2Δ0 met15Δ0 ura3Δ0 hhf1-hht1∆::LEU2 hht2::HHT2-LoxP-HA-HPHMX-LoxP-T7 HIS3::PTDH3-CRE-EBD78 bar1∆::HisG
	[1]

	NKI4114
	MATα his3∆1 leu2∆0 ura3∆0 met15∆0 can1∆::PSTE2-Sp-his5 hhf1-hht1∆::LEU2 hht2::HHT2-LoxP-HA-HPHMX-LoxP-T7 lyp1∆::NATMX-PTDH3-CRE-EBD78
	[2]

	BY4741
	MATa his3∆1 leu2∆0 met15∆0 ura3∆0
	[3]

	BY4733
	MATa his3∆200 leu2∆0 met15∆0 ura3∆0 trp1∆63
	[3]

	NKI4128
	MATa his3∆1 leu2∆0 met15∆0 ura3∆0 can1∆::PSTE2-Sp-his5 hhf1-hht1∆::LEU2 hht2::HHT2-LoxP-HA-HPHMX-LoxP-T7 lyp1∆::NATMX PTDH3-CRE-EBD78
	[2]

	NKI4004
	MATa his3Δ200 leu2Δ0 lys2Δ0 met15Δ0 ura3Δ0 Δhhf1-hht1::LEU2 hht2::HHT2-LoxP-HA-HYG-LoxP-T7
	[1]

	NKI4140
	NKI4128 after recombination HHT2-LoxP-T7
	This study

	NKI2161
	NKI4004 DOT1::”SIR3-BC”-KANMX-DOT1
	This study

	NKI2162
	NKI4140 DOT1::”SIR4-BC”-KANMX-DOT1
	This study

	NKI2176
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 bar1::HisG HIS3 PTDH3_CRE_EBD78
	This study

	NKI2215
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 bar1::HisG HIS3 PTDH3_CRE_EBD78 hht2::HHT2-LoxP-HA-HPHMX-LoxP-T7
	[2]

	NKI2216
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 bar1::HisG HIS3 PTDH3_CRE_EBD78 hht2::HHT2-LoxP-T7-HPHMX-LoxP-HA
	This study

	NKI2300
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 bar1::HisG HIS3 PTDH3_CRE_EBD78 hht2::HHT2-LoxP-T7
	This study

	NKI2301
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 bar1::HisG HIS3 PTDH3_CRE_EBD78 hht2::HHT2-LoxP-HA
	This study

	NKI2191
	NKI2148 hat1∆::KANMX
	This study

	NKI2192
	NKI2148 hat2∆::KANMX
	This study

	NKI2187
	NKI2148 hif1∆:: KANMX
	This study

	NKI4169
	NKI2191 hif1::NATMX
	This study

	NKI4170
	NKI2192 hif1::NATMX
	This study

	NKI2193
	NKI2148 hhf2::HHF2K5QK12Q
	This study

	NKI2194
	NKI2148 hhf2::HHF2K5RK12R
	[2]

	NKI2195
	NKI2148 hhf2::HHF2K5AK12A
	This study

	NKI2178
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 bar1::HisG HIS3 PTDH3_CRE_EBD78 hht2::HHT2-LoxP-HA-6HIS-HPHMX-LoxP-T7
	This study

	NKI4174
	NKI2178 HAT1-TAP-KANMX
	This study

	NKI4175
	NKI2178 HAT1E255Q-TAP-KANMX
	This study

	NKI4176
	NKI2178 HAT1-MYC-TRP1
	This study

	NKI4177
	NKI2178 HAT1-MYC-NES-TRP1
	This study

	NKI4191
	NKI2178 ASF1-TAP-KANMX
	This study

	NKI4195
	NKI2178 PRE3-TAP-KANMX
	This study

	NKI4179
	MATa his3∆200 leu2∆0 trp1∆63 ura3∆0 met15∆0 hht1-hhf1::MET15 

bar1::HisG HIS3::PTDH3_CRE_EBD78 hht2::HHT2-LoxP-T7-HPHMX-LoxP-HA-6HIS
	This study

	NKI4187
	NKI4179 HAT-TAP-KANMX
	This study

	NKI4192
	NKI4179 ASF1-TAP-KANMX
	This study

	NKI4196
	NKI4179 PRE3-TAP-KANMX
	This study

	BY4742
	MATα his3∆1 leu2∆0 ura3∆0
	[3]

	NKI2271
	BY4742 hat1∆::NatMX
	This study

	NKI2272
	BY4742 hat2∆::NatMX
	This study

	NKI2168
	BY4742 hif1∆::KanMX
	This study

	NKI4197
	BY4742 hat1∆::KanMX hat2∆::NatMX
	This study

	NKI2269
	BY4742 hat1∆::NatMX hif1∆::KanMX
	This study

	NKI2270
	BY4742 hat2∆::NatMX hif1∆::KanMX
	This study

	NKI4198a
	BY4742 hat1∆::HphMX hat2∆::NatMX hif1∆::KanMX
	This study

	NKI4198b
	BY4742 hat1∆::NatMX hat2∆::HphMX hif1∆::KanMX
	This study
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