Table S2. B. subtilis strains used in this study
	Strain 


	Genotype 
	Comments

	PY79 
	Wild type
	[1]

	SB294 
	spo0J-gfp-spc-cat
	A gift from Alan Grossman [2]

	ME20
	manA::Tn10-spc
	

	ME34
	spoOJ-gfp-spc-cat, manA::Tn10-spc
	

	ME37
	manA::kan
	The ORF of manA (codons 1-938) was replaced by kan gene using a long-flanking-homology PCR [3]*.

	ME42
	amyE::PmanA-manA-cat, manA::kan
	amyE::PmanA-manA-cat allele was constructed using plasmid pME15.

	ME46
	dnaB134(ts) zhb-83::Tn917-erm, manA::kan
	dnaB134(ts) allele, a gift from Alan Grossman.

	ME48
	manA-gfp-spc
	manA-gfp-spc allele was constructed using plasmid pME17.

	ME79
	veg::tetR-gfp-erm, 

130(ykpA-B)ΩpKM218a(tetO)120(cat)
	[4]

	ME82
	veg::tetR-gfp-erm, 

130(ykpA-B)ΩpKM218a(tetO)120(cat), manA::kan
	

	ME89
	mbl::erm, spoOJ-gfp-spc-cat
	[5]

	ME133
	dnaB134(ts) zhb-83::Tn917-erm, 

spo0J-gfp-spc-cat, manA::kan
	

	ME134
	pmi-gfp-spc
	pmi-gfp-spc allele was constructed using plasmid pME25

	ME136
	trpC2Ω(amyE::Pxyl-c-myc-mreBCD-spc)Ω(mreB::neo), spo0J-gfp-spc-cat
	mreB mutant, a gift from J. Errington.

	ME138
	pgi::erm
	The ORF of pgi (codons 1-1353) was replaced by erm gene using a long-flanking-homology PCR [3]**.

	ME139
	pgi::erm, spoOJ-gfp-spc-cat
	

	ME141
	tagO-gfp-spc
	tagO -gfp-spc allele was constructed using plasmid pME28.

	ME143
	amyE::Pxyl-gfp-mbl-cat
	AmyE:: Pxyl-gfp-mbl-cat allele was constructed using plasmid pME29.

	ME145
	tagO-gfp-spc, manA::kan
	

	ME147
	amyE:: Pxyl-gfp-mbl-cat, manA::kan
	

	ME155
	amyE::PmanA-manAH97A-cat
	amyE::PmanA-manAH97A-cat allele was constructed using plasmid pME30.

	ME156
	amyE::PmanA-manAR192A-cat
	amyE::PmanA-manAR192A-cat allele was constructed using plasmid pME31.

	ME162
	amyE::PmanA-manAH97A-cat, manA::kan
	

	ME163
	amyE::PmanA-manAR192A-cat, manA::kan
	


Strains are derivatives of the wild-type PY79 strain, except for ME136, which is a derivative of the wild-type 168 strain.
* For long-flanking-homology PCR replacement strategy, primer pairs: 198+234, and 232+233 were used to amplify the manA flanking genomic regions. Next, the PCR products were used as primers to amplify the kan gene from pDG784 [6]. The resultant PCR product was used to transform PY79 strain. 
** For long-flanking-homology PCR replacement strategy, primer pairs: 975+976, and 977+978 were used to amplify the pgi flanking genomic regions. Next, the PCR products were used as primers to amplify the erm gene from pDG646 [6]. The resultant PCR product was used to transform PY79 strain.
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