Name
mMcm2 mRNA-F (2Q1)
mMcm2 mRNA-R (2Q2)
mMcm3 mRNA-F (3Q1)
mMcm3 mRNA-R (3Q2)
mMcm4 mRNA-F (4Q1)
mMcm4 mRNA-R (4Q2)
mMcm5 mRNA-F (5Q1)
mMcm5 mRNA-R (5Q2)
mMcm6 mRNA-F (6Q1)
mMcm6 mRNA-R (6Q2)
mMcm7 mRNA-F (7Q1)
mMcm7 mRNA-R (7Q2)
mbeta-actin Frd RT
mbeta-actin Rev RT

IMR13

IMR14

IMR15

IMR16

ABO178-R (2G2)
ABO178-F (2G1)
ABO178-WR (2G3)
RR0002-R (3G2)
RR0002-F (3G1)
RR0002-WR (3G3)
RRE056WR (4G3)
Mcm4 e12L (4G1)
Vector R (4G2)
Mcm6e9L2 (6G1)
Mcm6e9R (6G3)
YHD248R (6G2)
YTA185R (7G2)
mMcm7intron1F (7G1)

mMcm7intron1R (7G3)
Chaos3type831L

Chaos3typeR

Sequence 5'->3'

AGAAGT TCA GCG TCATGC GGA GTA
CCC AAAGCG GTT GCG TTG ATATGT
AGG AAG ACT CAT GCC AAG GAT GGA
TGG GCT CAC TGAGTT CCACTT TCT
ACA GGAATG AGT GCC ACT TCT CGT
AAA GCT CGC AGG GCT TCT TCAAAC
CTG GAT GCT GCT TTG TCT GGC AAT
TGT GTT CAG ACA CCT GAG AGC CAA
TCA CCAAGT CCT CGT GGA GAATCA
TTT AGG CTG AAC CTC GTC ACAGCA
CCC TGC CCAATT TGAACC TTT GGA
TCT CCA CAT ATG CTG CGG TGATGT
CAT CCT CTT CCT CCC TGG AGAAGA
ACA GGA TTC CAT ACC CAA GAA GGAAGG

CTT GGT GGAGAG GCTATTC

AGG TGA GAT GACAGG AGATC
CAAATG TTGCTT GTC TGG TG
GTCAGT CGAGTG CACAGTTT

GCA GTAGAG TTC CCA GGA GGA GCC
CCCTCCTCCTGCAGG TGGAAAGCAC
GGT GGT GTAAGG AACAGATGG AC
GGATGA GGG AGC AGG GCT CGG CAC
CAC TGT TTATAT GTG CAC GTGTAC C
CTTCTG TCG CTT TCAGAC CAGAAG C
GAC ACATAAATC TTG CCAATG AGG
AAATGT CAGATGAAGATGGTTT
CCATACAGT CCT CTT CACATC CAT GC
GAC GTT GAATCC GTTTTAGA

GCA CCAACTAAT GAT GAGTCTT
AGTAGATCC CGG CGC TCT TAC CAA
GGG AAA GAG GGC TCT GTC CTC CAG
AAG GGA CTAGGT TAC TGG GCC AGC

CCTTTC GCC ACC GGG CGC TTAGCC
CAT TGATCA GCT CAT CAC CA

CACATACCATTT GCT TGT CAG

Usage

mRNA gPCR

mRNA gPCR

mRNA gPCR

mRNA gPCR

mRNA gPCR

mRNA gPCR

mRNA gPCR

beta-geo genotyping PCR

postive control for genotyping PCR

ABO178 genotyping PCR

RRRO002 genotyping PCR

RREO056 genotyping PCR

YHD248genotyping PCR

YTA285 genotyping PCR

Chaos3 mutant genotyping PCR



