Table S2.  Aligned and filtered nucleotides common to four species.  The total aligned sequence per chromosome with scored bases for all of the following four samples: D. pseudoobscura (published genome), D. pseudoobscura (Flagstaff, AZ), D. persimilis (published genome), and D. miranda (Mather, CA).  This common set of base pairs were used in Figure 1 and other associated analyses.

Chromosome

Aligned/Filtered Base Pairs
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817,250
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1,408,930

2



1,550,675

4



1,221,618


