Table I.  List of strains used in this study.

Genotypes of strains used. For strains marked with an asterisk (*) only the relevant genotype is listed.

Strain
Genotype












__________

972
h-

1645
h+ ade6-210 leu1-32 arg3-D4 his3-D1 ura4-D18
4133
h+ ade6-210 leu1-32 arg3-D4 his3-D1 ura4-DS/E
4134
h- ade6-210 leu1-32 arg3-D4 his3-D1 ura4-DS/E
336
h- ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+
Allshire et al., 1995
534
h+ ade6-210 leu1-32 ura4-DS/E imr1L(ClaI-EcoRI)HindIII:ura4+ oriI
Allshire et al., 1995
525
h+ ade6-210 leu1-32 ura4-DS/E imr1L(NcoI-SphI)HindIII:ura4+ oriI
Allshire et al., 1995
496
h+ ade6-210 leu1-32 ura4-DS/E imr1L(dg-glu)NcoI:ura4+ oriI
Allshire et al., 1995
965
h+ ade6-210 leu1-32 ura4-DS/E otr1(dh-NdeI-BglII)HindIII:ura4+ oriI
Allshire et al., 1995
939
h+ ade6-210 leu1-32 ura4-DS/E tRNAPhe-otr1(dh)BglII:ura4+ oriII
Allshire et al., 1995
4638
h+ ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+
6621
h- ade6-210 leu1-32 ura4-DS/E R.int-cnt1(NcoI):ura4+
Allshire et al., 1995
3033
h- ade6-210 leu1-32 ura4-D18 arg3-D4 his3-D1 cnt1(NcoI):arg3+ cnt3(NcoI):ade6+ 


otr2(HindIII):ura4+ tel1L:his3+
Pidoux et al., 2003
4759
h sim2-76 ade6-210 leu1-32 ura4-D18 (*)
Pidoux et al., 2003
4761
h+ sim2-87 ade6-210 leu1-32 ura4-D18 (*)
Pidoux et al., 2003
4763
h sim2-169 ade6-210 leu1-32 ura4-D18 (*)
Pidoux et al., 2003
4771
h- sim2-76 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)
Pidoux et al., 2003
4765
h- sim2-87 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)
Pidoux et al., 2003
4764
h- sim2-169 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)
Pidoux et al., 2003
4463
h+ sim2-76 ade6-210 leu1-32 ura4-D18 arg3-D4 his3-D1 cnt1:arg3+ cnt3:ade6+ otr2:ura4+ tel1L:his3+
4471
h sim2-87 ade6-210 leu1-32 ura4-D18 arg3-D4 his3-D1 cnt1:arg3+ cnt3:ade6+ otr2:ura4+ tel1L:his3+
4516
h- sim2-169 ade6-210 leu1-32 ura4-D18 arg3-D4 his3-D1 cnt1:arg3+ cnt3:ade6+ otr2:ura4+ tel1L:his3+
6960
h- leu1-32 ura4- cnp1::ura4+ lys1+::cnp1-1
Takahashi et al., 2000
3569
h+ h3.1/h4.1::his3+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18
Mellone et al., 2003
4813
h- h3.2::LEU2Sc leu1-32 ura4-D18 ade6-210 his3-D1 arg3-D4
Mellone et al., 2003
4816
h+ h4.2::LEU2Sc leu1-32 ura4-D18 ade6-210 his3-D1 arg3-D4
Mellone et al., 2003
4753
h- h3.2::ura4+ leu1-32 ura4-D18 ade6-210 his3-D1 arg3-D4
Mellone et al., 2003
4755
h- h4.2::ura4+ leu1-32 ura4-D18 ade6-210 his3-D1 arg3-D4
Mellone et al., 2003
7370
h- h3.1/h4.1::his3+ h3.2::LEU2Sc ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18
7372
h+ h3.1/h4.1::his3+ h4.2::LEU2Sc ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18
7448
h h3.1/h4.1::his3+ h3.2::ura4+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18
7450
h h3.1/h4.1::his3+ h4.2::ura4+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18
7980
h h3.1/h4.1::his3+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-DS/E cnt1(NcoI):ura4+
7982
h h3.1/h4.1::his3+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+

7984
h h3.1/h4.1::his3+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-DS/E R.int-cnt1(NcoI):ura4+
7390
h h3.1/h4.1::his3+ h3.2::LEU2Sc ade6-210 his3-D1 leu1-32 ura4-DS/E cnt1(NcoI):ura4+(*)

7986
h h3.1/h4.1::his3+ h3.2::LEU2Sc ade6-210 his3-D1 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+ (*)

7988
h h3.1/h4.1::his3+ h3.2::LEU2Sc ade6-210 his3-D1 leu1-32 ura4-DS/E R.int-cnt1(NcoI):ura4+ (*)

7398
h h3.1/h4.1::his3+ h4.2::LEU2Sc ade6-210 his3-D1 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)

7990
h h3.1/h4.1::his3+ h4.2::LEU2Sc ade6-210 his3-D1 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+ (*)

7993
h h3.1/h4.1::his3+ h4.2::LEU2Sc ade6-210 his3-D1 leu1-32 ura4-DS/ E R.int-cnt1(NcoI):ura4+ (*)

4812
h+ mal2::mal2GFP-kanMX6 ade6-210 leu1-32 ura4-D6
Jin et al., 2002

7946
h mal2::mal2GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)

7948
h mal2::mal2GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E R.int-cnt1(NcoI):ura4+ (*)
7950
h mal2::mal2GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+ (*)

5145
h+ cnp3::cnp3GFP-kanMX6 ade6-210 leu1-32 arg3-D4 his3-D1 ura4-D18

7952
h cnp3::cnp3GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)

7954
h cnp3::cnp3GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E R.int-cnt1(NcoI):ura4+ (*)
7956
h cnp3::cnp3GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+ (*)

5201
h+ sim4::sim4GFP-kanMX6 ade6-210 leu1-32 arg3-D4 his3-D1 ura4-D18
Pidoux et al., 2003
7958
h sim4::sim4GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ura4+ (*)

7960
h sim4::sim4GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E R.int-cnt1(NcoI):ura4+ (*)
7962
h sim4::sim4GFP-kanMX6 ade6-210 leu1-32 ura4-DS/E cnt1(NcoI):ade6:ura4+ (*)

5925
h+ cnp1::13MYC-cnp1 ade6-210 leu1-32 his3-D1 ura4-D18 (*)

5928
h- cnp1::13MYC-cnp1 ade6-210 leu1-32 his3-D1 ura4-D18 (*)
8970
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18 (*)
8971
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ ade6-210 arg3-D4 his3-D1 leu1-32 ura4-D18 (*)
8976
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ h3.2::ura4+ ade6-210 his3-D1 leu1-32 ura4-D18 (*)
8977
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ h3.2::ura4+ ade6-210 his3-D1 leu1-32 ura4-D18 (*)
8980
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ h4.2::ura4+ ade6-210 his3-D1 leu1-32 ura4-D18 (*)
8981
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ h4.2::ura4+ ade6-210 his3-D1 leu1-32 ura4-D18 (*)
8982
h cnp1::13MYC-cnp1 h3.1/h4.1::his3+ h4.2::ura4+ ade6-210 his3-D1 leu1-32 ura4-D18 (*)
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