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Densidad en Thermotoga_maritima (1.861 bps)
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Densidad en Haemophilus_influenzae (1.830 bps)
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Densidad en Mycoplasma_genitalium (0.580 hps)
MC_000908 Genes: 483 Overlap: (175, 0.36)
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Densidad en Synechocystis_PCCEE03 (3.573 bps)
MC_000911 Genesg: 3165 Overlap:(294,0.09)
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Densidad en Mycoplasma_pneumoniae (0.816 hbps)
MC_000912  Genes: G688 Overlap:(207,0.30)
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Densidad en Escherichia_coli_K12 (4.640 bps)
MC_000913 Genes: 4236 Overlap:(781,0.18)
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Densidad en Helicobacter_pylori_26695 (1.668 bps)
MC_000915 Geneg: 1575 Owerlap:(337,0.21)
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Densidad en Aguifex_aeolicus (1.551 bps)
MC_000918 Genes: 1528 Owverlap:(R37,0.42)
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Densidad en Treponema_pallidum (1.138 bps)
MC_000919 Genesg: 1035 Owverlap:(288,0.28)
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Densidad en Bacillus_subtilis (4.215 bps)
MC_000964  Genes: 4104 Owerlap:(532,0.13)
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Densidad en Borrelia_burgdaorferi (0.911 bps)
MC_001318 Genes: 851 Overlap:(210,0.25)
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Densidad en Ureaplasma_urealyticum (0752 bps)
MC_002162 Genes: 613 Owverlap:(96,0.16)
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Densidad en Campylobacter_jejuni (1.641 bps)
MC_002163 Genes: 1628 Overlap:(R21,0.38)
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Densidad en Chlamydophila_pneumoniae_AR39 (1.230 bps)
MC_002179  Genes: 1111 Owerlap:(222,0.20)
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Densidad en Xylella_fastidiosa (2.679 bps)
MC_002488 Genes: 2765 Owverlap:(551,0.20)
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Densidad en Vibrio_cholerae (2.961 bps)
MC_002505 Genes: 2741 Owverlap:(537,0.20)
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Densidad en Pseudomonas_aeruginosa (6.264 bps)
MC_002516 Genes: 5566 Overlap:(889,0.16)
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Densidad en Chlamydia_muridarum (1.073 bps)
MC_0O02620 Genes: 903 Overlap: (184, 0.20)
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Densidad en Lactococcus_lactis (2.366 bps)
MC_002662 Genes: 2321 Owverlap:(326,0.14)
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Densidad en Pasteurella_multocida (2.257 hps)
MC_002663 Genes: 2014 Owerlap:(232,0.12)
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Densidad en Mycobacterium_leprae (3.268 bps)
MC_002677 Genesg: 2014 Overlap:(232,0.12)
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Densidad en Mesorhizobium_loti (7.036 bps)
MC_0O02678  Genes: 6742 Owerlap: (1239, 0.18)
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Densidad en Caulobacter_crescentus (4.017 bps)
MC_002696 Genes: 3736 Overlap:(809,0.22)
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Densidad en Staphylococcus_aureus_MuS0 (2.879 bps)
MC_002758 Genes: 2696 Overlap:(384,0.14)
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Densidad en Clostridium_acetobutylicum (3.941 bps)
MC_003030 Geneg: 3671 Owverlap:(356,0.10)
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Densidad en Sinorhizobium_meliloti (3.654 bps)
MC_003047 Genesg: 3340 Overlap:(471,0.14)
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Densidad en Agrobacterium_tumefaciens_C58_Cereon (2.842 bps)
MC_003062 Genes: 2714 Owerlap:(557,0.21)
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Densidad en Streplococcus_pneumoniae_RE (2.039 bps)
MC_003098 Geneg: 2042 Owverlap:(408,0.20)
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Densidad en Rickettsia_conorii (1.269 bps)
MC_003103 Genesg: 1373 Overlap:(224,0.16/)
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Densidad en Meisseria_meningitidis MCSE (2.272 bps)
MC_003112 Geneg: 2062 Overlap:(185,0.09)

2 .BNonCoding
2 .SRandaom
2. 9Convergent
2.5Coding

3.164

T IN®

Z.664

NoPromotores

0664
=S0G-450-00-3T0-300-250-200-150-100 =50 0 S0 100 150 200 250 500 350 400 450 500

C_AT<C_CG:0.47,0.53 NC_AT»=NC_CG:0.54,0.46 HCod: 0.7901877,956.04)  ENoCod: 0.21¢1867,255.960
Zorw: 0L060266,477 700 ETUD 0,1901417,143,11)  ENonFun: 0.060724,189,11)  EDiv: 0.040269,335.23)

http://www.ccg.unam.mx/Computational_Genomics/PromoterTool 5/PloS06/random.html 8/23/2006



XY graph Promotores Genomas Page 31 of 43

Densidad en Salmonella_typhi (4.809 bps)
MC_003198 Genesg: 4395 Owerlap:(781,0.18)
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Densidad en Listeria_innocua (3.011 bps)
MC_003212 Geneg: 2967 Owverlap:(451,0.15)

2 .BNonCoding
2 .SRandaom
2. 9Convergent
2.5Coding

T IN®

NoPromotores

71
=S0G-450-00-3T0-300-250-200-150-100 =50 0 S0 100 150 200 250 500 350 400 450 500

C_ATH=C_CG:0.62,0,38 NC_ATH>=MC_CG:0.66,0.34 FCod: 0.8902516, 1062 .42 EMoCod: 0.1102481,136.30)
EConw: O.0LCZF7.66.910  ETU: 0,1201670,.81.962  EMonFun: O.0L01102,30.060  HDiv: 0.020287,237.02)

http://www.ccg.unam.mx/Computational_Genomics/PromoterTool 5/PloS06/random.html 8/23/2006



XY graph Promotores Genomas Page 33 of 43

Densidad en Nostoc_sp (6.414 bps)
MC_003272 Genesg: 5366 Overlap:(336,0.06)
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Densidad en Ralstonia_solanacearum (3.716 bps)
MC_003295 Genes: 3439 Owverlap:(512,0.15)
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Densidad en Brucella_melitensis (2.117 bps)
MC_003317 Geneg: 2058 Overlap:(348,0.17)
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Densidad en Clostridium_perfringens (3.031 bps)
MC_003366 Genes: 2659 Overlap:(174,0.07)
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Densidad en Corynebacterium_glutamicum_ATCC_13032_Kitasato (3.309 bps)
MC_003450 Geneg: 2992 Overlap:(434,0.15)
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Densidad en Fusohacterium_nucleatum (2.175 bps)
MC_003454 Geneg: 2065 Overlap:(319,0.15)
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Densidad en Yersinia_pestis_KIM (4.601 bps)
MC_004088 Genes: 4085 Owverlap:(833,0.20)
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Densidad en Shigella_flexneri_2a (4.607 bps)
MC_004337 Genes: 4181 Owverlap:(R67,0.16)
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Densidad en Wigglesworthia_brevipalpis (0.698 bps)
MC_0043d4d  Genes: 610 Overlap:(72,0.12)
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Densidad en Bradyrhizobium_japonicum (9.106 bps)
MC_00ddR3  Genes: 8316 Owerlap:(1438,0.17)
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Densidad en Buchnera_aphidicola (0.616 bps)
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