(from 931-1230 bp) 09/08/2021 18:22:34

Consensus Alignment: S. cerevisiae MUD1, modified MUD1, Untitl...

GAAACAAAAAAAAAAAAAATGGAAGTCAGGGTGTTGGTGTAAAGCTGCTATCAACAAAAGACGGCCTCAGGCACTCAAACCTAAAGAAACCATGTCAGCG

consensus sequence Untitled Consensus

GAAACAAAAAAAAAAAAAATGGAA==============—= AAAGCTGCTATCAACAAAAGACGGCCTCA===== TCAAACCTAAAGAAACCATGTCAGCG

aligned sequence S. cerevisiae MUD1

GAAACAAAAAAAAAAAAAGTGGAAGTCAGGGTGTTGGTGTAAAGNNNNNNNNTACGTTAAACAATACGAGGCACTTACTCCGNNNNNNNNNNNNTCAGCA

| Cloning & Seq homology | Index [ Library specific primer [ Barcode [ ns

aligned sequence modified MUD1

TATGTATATACCTTGTAATTTACGTTTCCTTAAATCTTCTTTCTACTAACGTTTTCATTATTCTATACTCTATGACCAATAAAAACAGACTGTACTTTCA

consensus sequence Untitled Consensus

TATGTATATACCTTGTAATTTACGTTTCCTTAAATCTTCTTTCTACTAACGTTTTCATTATTCTATACTCTATGACCAATAAAAACAGACTGTACTTTCA

aligned sequence S. cerevisiae MUD1

AAGTCATATACCTTGTAATTTACGTTTCCTTAAATCTTCTTTCTGTAGTTGTTTTCATTATTCTATACTCTATGACCAATAAAAACGGACTGTACTTTCA

" Library variable region ng

MV

aligned sequence modified MUD1

AAATTTACCCAGTAGGCCAGCAAATAAAGAAAATTATACCAGATTACTTCTGAAACACATTAATCCCAACAACAAGTATGCCATTAATCCGTCGCTACCC

consensus sequence Untitled Consensus

AAATTTACCCAGTAGGCCAGCAAATAAAGAAAATTATACCAGATTACTTCTGAAACACATTAATCCCAACAACAAGTATGCCATTAATCCGTCGCTACCC

aligned sequence S. cerevisiae MUD1

AAATTTACCCAGTAGGCCAGCAAATAAAGAAAATTATACCAGATTACTTCTGCCTGGAGTTCGCTATTCCTATTGTAGTTTTTCAATGTGACTGCGTTCC

T Library variable region [ Library specific primer | Cloning & ... homology 1%

MV

aligned sequence modified MUD1
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Consensus Alignment: S. cerevisiae MUD1, modified MUD1, Untitled Consensus (from 1231-1530 bp) 09/08/2021 18:22:34

CTTCCCCACAATAAATTACAAATATCATCACAACCGCTGATGTTACTAGATGATCAAATGGGCCTTCTTGAAGTTTCTATTTCAAGATCATCAAAGATGA

consensus sequence Untitled Consensus

CTTCCCCACAATAAATTACAAATATCATCACAACCGCTGATGTTACTAGATGATCAAATGGGCCTTCTTGAAGTTTCTATTTCAAGATCATCAAAGATGA

aligned sequence S. cerevisiae MUD1

ACTCCCCACAATAAATTACAAATATCATCACACCCGCTGATCTTACTAGGTGATCAACTGGGCCTTCTTGAAGTTTCTATTTCAAGATCATCAAAGCTGA

aligned sequence modified MUD1

CTAACCAAGCATTTTTAACGTTTGTCACTCAAGAAGAAGCAGACCGGTTTCTAGAAAAATACACGACAACAGCATTAAAAGTTCAAGGTCGTAAAGTGAG

consensus sequence Untitled Consensus

CTAACCAAGCATTTTTAACGTTTGTCACTCAAGAAGAAGCAGACCGGTTTCTAGAAAAATACACGACAACAGCATTAAAAGTTCAAGGTCGTAAAGTGAG

aligned sequence S. cerevisiae MUD1

CTAACCAAGCATTTTTAACGTTTGTCACTCAAGAAGAAGCAGACCGGTTTCTAGAAAAATACACGACAACAGCATTAAAAGTTCAAGGTCGTAAAGTGAG

aligned sequence modified MUD1

AATGGGAAAGGCTCGAACAAATTCGTTATTGGGTCTTTCAATAGAAATGCAAAAAAAAAAAGGTAATGACGAAACGTACAACCTTGATATAAAGAAGGTG

consensus sequence Untitled Consensus

AATGGGAAAGGCTCGAACAAATTCGTTATTGGGTCTTTCAATAGAAATGCAAAAAAAAAAAGGTAATGACGAAACGTACAACCTTGATATAAAGAAGGTG

aligned sequence S. cerevisiae MUD1

ACTGGGAAAGACTCGAACAAATTCGTTATTGGGTCATTCAATAGAAATCAAAAAAAAAAAAGGTAATTACGAAACGTACAACCTTGATATAAAGAAGGTG

aligned sequence modified MUD1
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Consensus Alignment: S. cerevisiae MUD1, modified MUD1, Untitled Consensus (from 1531-1830 bp) 09/08/2021 18:22:34

CTTAAAGCAAGGAAACTTAAACGCAAGTTACGTAGTGATGATATATGCGCCAAAAAGTTCAGGCTTAAAAGGCAAATAAGACGCCTGAAGCATAAGCTGA

consensus sequence Untitled Consensus

CTTAAAGCAAGGAAACTTAAACGCAAGTTACGTAGTGATGATATATGCGCCAAAAAGTTCAGGCTTAAAAGGCAAATAAGACGCCTGAAGCATAAGCTGA

aligned sequence S. cerevisiae MUD1

CTTAAAGCAAGGAAACTTAAACGCAAGTTACGTAGTGGTGATATTTGCGCCACAAAGTTCAGGCTTAAAAGGCAAATAAGACGCGTGAAGCATAAGCTGA

aligned sequence modified MUD1

GATCAAGAAAGGTAGAGGAGGCTGAGATTGATAGGATTGTAAAAGAATTTGAAACCCGTAGATTGGAAAACATGAAGTCTCAGCAAGAAAATCTAAAACA

consensus sequence Untitled Consensus

GATCAAGAAAGGTAGAGGAGGCTGAGATTGATAGGATTGTAAAAGAATTTGAAACCCGTAGATTGGAAAACATGAAGTCTCAGCAAGAAAATCTAAAACA

aligned sequence S. cerevisiae MUD1

GATCAAGAAAGGTAGAGGAGGCTGAGAGTGATAGGATTGTAAAAGAATTTGAAACCCGTAGATTCGAAAACATCAAGTCTCAACCAGAAAATCTAAAACA

aligned sequence modified MUD1

ATCGCAGAAACCTCTTAAGCGGGCTAAAGTGTCCAATACAATGGAAAATCCACCGAACAAAGTCCTTCTTATACAAAATTTGCCAAGCGGCACTACCGAG

consensus sequence Untitled Consensus

ATCGCAGAAACCTCTTAAGCGGGCTAAAGTGTCCAATACAATGGAAAATCCACCGAACAAAGTCCTTCTTATACAAAATTTGCCAAGCGGCACTACCGAG

aligned sequence S. cerevisiae MUD1

ATCGCAGAAACCTCTTAAGCGGGCTAAAGTGTCCAATACAAAGGAAAATACACCGAACAAGGTCCTTCTTATACAAAATTTGCCTAGCGGCACTACCGAG

aligned sequence modified MUD1
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Consensus Alignment: S. cerevisiae MUD1, modified MUD1, Untitled Consensus (from 1831-2127 bp) 09/08/2021 18:22:34

CAATTATTGTCGCAAATACTTGGCAATGAGGCTTTAGTTGAAATCAGATTAGTTAGCGTTCGTAACCTAGCTTTCGTGGAATACGAGACCGTTGCTGATG

consensus sequence Untitled Consensus

CAATTATTGTCGCAAATACTTGGCAATGAGGCTTTAGTTGAAATCAGATTAGTTAGCGTTCGTAACCTAGCTTTCGTGGAATACGAGACCGTTGCTGATG

aligned sequence S. cerevisiae MUD1

CAATTATCCTCGCAAATACTTGGCAAGGAGGTTTTAGTTGAAATCAGTTTAGTTAGCGTTCGTTACCTAGCTTTCGTGGAATACGAGACCGTTGCTGTTG

aligned sequence modified MUD1

CTACGAAAATCAAGAATCAGTTAGGCTCCACTTACAAGCTACAAAACAATGACGTTACCATAGGATTTGCTAAGTAGAATTTCCTTTGCGGAAGTATACC

consensus sequence Untitled Consensus

CTACGAAAATCAAGAATCAGTTAGGCTCCACTTACAAGCTACAAAACAATGACGTTACCATAGGATTTGCTAAGTAGAATTTCCTTTGCGGAAGTATACC

aligned sequence S. cerevisiae MUD1

CTACGAAAATCAAGAATCAGTTAGGCTCCACTTACAAGCTACAAAACAATAACGTTACCATAGGATTTGCTAAGTAGAATATCCTTTGCGGAAGTATACC

aligned sequence modified MUD1

TCGAGTAAAGAAATTCACAGATAAATTTGAATAACGTTCTCCATTATGAATAAATATGTATTTACAAGCTTAGAAAATAATGTGCTCTTTATTTACC

consensus sequence Untitled Consensus

TCGAGTAAAGAAATTCACAGATAAATTTGAATAACGTTCTCCATTATGAATAAATATGTATTTACAAGCTTAGAAAATAATGTGCTCTTTATTTACa

aligned sequence S. cerevisiae MUD1

TCGAGTAAAGAAATTCACAGATAAATTTGAATAACGTTCTCCATTATTAATAAATATTTATTTACAAGCTTAGAAAATAAGGTGCTCTTTATTTAC

aligned sequence modified MUD1
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