[bookmark: _GoBack]S6 Table. Alignment of the canine LAMP3 protein sequence with 35 other species. The p.E387K variant position highlighted in blue.
[image: ]


image1.png
Common name
Dog

Human

Mouse

Rhesus macaque

Rat

Sumatran orangutang

Northern white-cheeked gibbon
Little brown bat

European domestic ferret

Pig.

Chimpanzee

Olive baboon

Crab-eating macaque

cat

Pygmy chimpanzee

African elephant

Pig-tailed macaque

Sooty mangabey

Golden hamster

Green anole

Wild turkey
Chinese alligator
Rock dove

Asian bonytongue
Weddell seal
Yangtze river dolpl
Atlantic bottle-nosed dolphin
Polar bear

Beluga whale

Bovine

Horse

Scientific name

Canis lupus familiaris
Homo sapiens

Mus musculus
Macaca mulata
Rattus Norwegigus
Pongo abelii
Nomascus leucogenys
Myotis lucifugus
Mustela putorius furo
Sus scrofa

Pan troglodytes

Papio anubis

Macaca fascicularis
Felis catus

Pan paniscus
Loxodonta africana
Macaca nemestrina
Cercocebus atys
Mesocricetus auratus
Mandrillus leucophaeus
Oryctolagus cuniculus
Cavia porcellus

Ovis aries

Gallus gallus

Anolis carolinensis
Meleagris gallopavo
Alligator sinensis
Columba livia
Scleropages formosus
Leptonychotes weddellii
Lipotes vexillifer
Tursiops truncatus
Ursus maritimus
Delphinapterus leucas
Bos taurus

Equus caballus

Sequence ID
XP_848889.2
NP_055213.2
NP_796330.2
NP_001028044.1
NP_001012015.1
XP_002814382.1
XP_003256577.1
XP_006084932.1
XP_012908008.1
XP_005670076.1
XP_016797850.1
XP_003894825.1
XP_005546545.1
A0A212V359_FELCA
AOA2RSZUR3_PANPA
G3TQL3_LOXAF
XP_011736865.1
XP_011944189.1
XP_005077634.1
AOA2KSXKE1_MANLE
XP_008264791.1
XP_012996202.1
XP_004003158.1
XP_015146905.1
XP_003218146.1
XP_003209227.1
XP_006017195.1
XP_005506646.1
XP_018612656.1
XP_006737494.1
XP_007468987.1
XP_004316219.2
XP_008703498.1
XP_022426974.1
NP_001095605.1
F6V455_HORSE

Amino acid sequence p.(E387K)

IYQGMKSSVVMFETGVGHSFKCVSEQS QLS THLQLKTMNVOFQAFDFEDDEFGNVDECSSDYTVVLE-VI-GATVLGLC
IYQGIKHAVVMFQTAVGHSFKCVSEQSLQLS AHLQVKT TDVOLQAFDFEDDHEFGNVDECSSDYTIVL-P-VIGATVVGLC
TYQGKKNTLMMFETVVGHS FKCVSEQSIQLSAQLOMKTMN THLQAFDFEGDSFGNVNECLSDYTVVL-~PMVAT IVVVIC
IYQGMKHAVVMFQTVVGHSFKCVSEQSLQLS AHLQLKT TNVOLQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
TYQGKS-TMMMFETVVGHSFKCVSEQSIQLSAQLOMKTMN THLQAFDFEGDSFGIVDECLSDYTVVL-~PVVGI IVVVLC
IYQGIKHAAVIFQTAVGHSFKCVSEQSLQLSAHLQLKT TNVELQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
IYQGIKHAVVMFQTAVGHSFKCVSEQSLQLS AHLQLKT TNVOLQAFDFEDDRFGNVDECSSDYTIVL-P-VIGATVVGLC
IYQGMKSSVMMFETVIGHSFKCVTEQS IQLSAYLQLKTMNVOLQAFDFEDDEFGNVDECSSDYTIV-~LPVIGATVLGLC
IYQGMKSSVVMFETVVGHSFKCVSEQS QLS THLQLKTMNVQYQAFDFEDDEFGNADECFTDRNRRENPVAVGLS TAVLL.
VYQGMKNAVVMFETMIGHSFKCVSEQSTQLS PHLQLNTMNVQLQAFDFEDDHEFGNADECFSDRNRRET PVAVGLSTAGLL.
IYQGIKHAVVMFQTAVGHSFKCVSEQSLQLS AHLQLKT TDVOLQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
TYQGMKHAVVMFQTAVGHSFKCVSEQSLQLS AHLQLKT TNVOLQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
IYQGMKHAVVMFQTVVGHSFKCVSEQSLQLS AHLQLKT TNVOLQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
IYQGMKSAMVMFETVVGHSFKCVSEQS QLS TQLQLKTMNVOFQAFDFEDDQFGNVDECSSDYTIVLE-VI-GATVLGLC
IYQGIKHAVVMFQTAVGHSFKCVSEQSLQLSARLQLKTTNVOLQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
IYQGMKSAMVLFETTAGHSFKCVSEQS TRLS THLQLKT TNVOLQAFDFEGDNFGNVDECSSDYTIV--LPVIGATVLGLC
IYQGMKHAVVMFQTVVGHSFKCVSEQSLQLS AHLQLKT TNVOLQAFDFEDDEFGNADECFSDRNRRE T PVAMGLSITGLL.
IYQGMKHAVVMFQAAVGHSFKCVSEQSLQLS AHLQLKT TNVOLQAFDFEDDHEFGNADECFSDRNRRE T PVAMGLSTTGLL.
TYQGMKHRMVMFETVVGHS FKCVSEQSIQLSAQLOMKTRN IRLQAFDFEGDCFGNVDECLSDYTVVL-~PVIGATVVVLC
IYQGMKHAVVMFQAAVGHSFKCVSEQSLQLSARLQLKTTNVOLQAFDFEDDEFGNVDECSSDYTIVL-P-VIGATVVGLC
TYQGKKSAM-AFKTLIGHSFKCVSEQSLQLSHLLOLRTTNVQLOAFDFEGDRFGNVDECSSDYTVVL-~PVIGAVVVGLC
DFQGLKSAMVMFETLAGHSFKCVSEQSILLSAQLOLKTMNVQLOAFDWEGDHFGNVDECSSDYTVVL-~PVIGVILVALC
VYQGMKYAMMMFETVVGHSFKCVSEQSTQLSNHLQLKTVNVQLQAFDFEDDRFGNADECTSDRNRRET PVAVGLSTAVLL
LYYVATR-QOHFTAKLGNSYKCASKQTFGLERTYQLYVIVNMQLOAFDIVDNQFGREEECFLDKSTKAVPVAVGLSTLGLL
PYVGMKS -DKLFSVQUGNCFKCAS PQTLDMSEDLQLLVENSQLQAFDDIGDTFGTAEMCALDRNKKLI PITVTLSLVGLE
LYYIATR-QOHFTAKLGNSFKCASKQTFGLERTYQLFIVNMOLOAFDIVGNQFGKEEECSLDKATKAVP TAVGLSTLGLL
WKKII-I-KPMFTTKLGDSFKCLSKQTVDLENHFQLITVNMOLQAFKIVGNTFGKEEECPLDRNKNTVPVIVALSILATV
LYYAATK-EKLFTTKLGNSFKCASKQTFSLEKNFQILFVNVQLOAFDIAGNQFGKEEECFPDKKSKAAPVAVGLSTLGLE
FTGVLSN-SKLFRAEDGLS YKCNSKKTLQMAENLKIKITKLRIQAFNT INGQFGNEVECWPDCTKRLVPLILGSVAVGIC
IYQGMKSSVVMFETVVGHSFKCVSEQS QLS TNLQLKTMNVQYQVFDFEDDEFGNVDECSSDYTIVLE-VI-GATVLGLC
VYQGMKSAMVMFETVAGHSFKCVSEQSTQLSTHLQLKTMNIQLQAFDFEGNEFGNVDECSSDYTIV-~LPVIGATVIGLE
VYQGMKSAMVMFETVAGHS FKCVSEQSTQLSTHLQLKTMN IQLQAFDFEGNHEFGNADECFSDRNRRET PVAMGLSTAGLL.
VYQGTKSSVVMFETVVGHSFKCVSEQSTQLSTRLQLKTMNVQYQAFDFEDDHFGNADECFTDRNRRENPVAVGLSTAVLL,
VYQGMKSAMVMFETVAGHS FKCVSEQSTQLS THLQLKTMN IQLQAFDFEGNHEFGNADECFSDRNRRET PVAVGLSTAGLL.
VYQGLKHAMMMFETVVGHSFKCVSEQSTQLSTYLQLKTMNVOLQAFDFEDDHEFGNADECTSDRNRRET PVAVGLSTAVLL.
TYQGMKSPVVMFETVIGHSFKCVSEQSLELSTQLHLKTTNVOLQAFDFEDDNFGNVDECSSDYTVV--LPVIGAIVLGLE





