
S2 Table. VIKING vs LBC: SNP load comparison in coding and coding related regions (alleles per individual per
1Mb).

Region
gnomAD

Frequency
Class

VIKING
median

LBC 10k subsets
median & 95%CI

VIKING/LBC ratio
median & 95%CI

Wilcoxon rank sum test

p : median & 95% CI number of tests
with p ≤ 8x10-4

5’UTR

very common 1119.76 1119.00 [1117.60, 1120.19] 1.001 [1.000, 1.002] 2.3x10-1 [1.7x10-2, 9.0x10-1] 1
common 43.07 43.07 [42.75, 43.39] 1.000 [0.993, 1.008] 6.6x10-1 [1.6x10-1, 9.9x10-1] 0

rare 36.18 35.64 [35.43, 35.96] 1.015 [1.006, 1.021] 3.8x10-2 [8.8x10-4, 4.0x10-1] 224
very rare 16.47 16.36 [16.15, 16.58] 1.007 [0.994, 1.020] 6.5x10-1 [1.3x10-1, 9.8x10-1] 0
ultra-rare 2.80 2.26 [2.15, 2.37] 1.238 [1.182, 1.300] 1.8x10-24 [2.6x10-29, 5.8x10-20] 10000

Exon

very common 777.50 777.74 [777.07, 778.37] 1.000 [0.999, 1.001] 6.4x10-1 [1.2x10-1, 9.8x10-1] 0
common 31.55 31.52 [31.35, 31.72] 1.001 [0.995, 1.006] 6.6x10-1 [1.5x10-1, 9.8x10-1] 0

rare 27.95 27.98 [27.88, 28.15] 0.999 [0.993, 1.002] 6.5x10-1 [1.4x10-1, 9.8x10-1] 0
very rare 14.47 14.74 [14.61, 14.84] 0.982 [0.975, 0.991] 1.4x10-2 [2.8x10-4, 2.2x10-1] 678
ultra-rare 2.43 2.07 [2.03, 2.10] 1.177 [1.159, 1.197] 2.2x10-29 [3.4x10-34, 6.2x10-25] 10000

Intron

very common 1479.11 1477.75 [1476.96, 1478.33] 1.001 [1.001, 1.001] 2.8x10-3 [2.6x10-5, 7.1x10-2] 2790
common 52.86 52.67 [52.53, 52.85] 1.004 [1.000, 1.006] 1.1x10-1 [4.8x10-3, 7.2x10-1] 26

rare 40.11 40.23 [40.10, 40.37] 0.997 [0.994, 1.000] 1.1x10-1 [5.1x10-3, 6.9x10-1] 19
very rare 16.06 16.24 [16.19, 16.32] 0.989 [0.984, 0.991] 6.7x10-7 [1.0x10-9, 1.4x10-4] 9961
ultra-rare 2.46 2.13 [2.11, 2.14] 1.156 [1.149, 1.165] 4.0x10-81 [4.0x10-85, 1.7x10-76] 10000

3’UTR

very common 1185.76 1184.31 [1183.08, 1185.47] 1.001 [1.000, 1.002] 4.7x10-2 [1.3x10-3, 4.6x10-1] 156
common 45.45 45.63 [45.41, 45.88] 0.996 [0.991, 1.001] 2.7x10-1 [2.1x10-2, 9.2x10-1] 0

rare 36.52 36.67 [36.42, 36.89] 0.996 [0.990, 1.003] 2.4x10-1 [1.8x10-2, 9.2x10-1] 2
very rare 15.60 16.10 [15.96, 16.25] 0.968 [0.960, 0.977] 5.9x10-8 [4.1x10-11, 2.7x10-5] 9995
ultra-rare 2.43 2.07 [2.03, 2.10] 1.175 [1.155, 1.196] 2.0x10-33 [2.3x10-38, 1.4x10-28] 10000

ncRNA

very common 1681.90 1682.45 [1680.11, 1684.92] 1.000 [0.998, 1.001] 6.8x10-1 [1.7x10-1, 9.9x10-1] 0
common 59.82 58.99 [58.31, 59.41] 1.014 [1.007, 1.026] 3.0x10-1 [2.3x10-2, 9.4x10-1] 2

rare 45.00 45.14 [44.73, 45.55] 0.997 [0.988, 1.006] 6.7x10-1 [1.6x10-1, 9.8x10-1] 0
very rare 17.70 17.97 [17.70, 18.11] 0.985 [0.977, 1.000] 4.2x10-1 [4.6x10-2, 9.7x10-1] 1
ultra-rare 2.47 2.20 [2.20, 2.20] 1.125 [1.125, 1.125] 3.3x10-8 [2.7x10-11, 1.1x10-5] 9999

non-
coding

very common 1723.29 1720.59 [1719.61, 1721.27] 1.002 [1.001, 1.002] 2.2x10-5 [6.8x10-8, 1.9x10-3] 9421
common 59.35 59.47 [59.26, 59.62] 0.998 [0.995, 1.002] 6.0x10-1 [1.0x10-1, 9.8x10-1] 0

rare 43.68 43.89 [43.76, 44.04] 0.995 [0.992, 0.998] 7.0x10-2 [2.3x10-3, 5.5x10-1] 65
very rare 16.68 16.92 [16.86, 16.98] 0.986 [0.982, 0.989] 2.9x10-8 [2.9x10-11, 1.1x10-5] 9996
ultra-rare 2.54 2.19 [2.17, 2.20] 1.162 [1.152, 1.169] 8.4x10-81 [5.3x10-85, 5.3x10-76] 10000


