S1 Table. Bacterial strains used in this study
	Strain
	Relevant features
	Reference

	
	Escherichia coli strains
	

	XL1-Blue
	Cloning strain: TetR
	Stratagene

	DH5α
	Cloning strain
	(Hanahan et al., 1983)

	BL21 (DE3)
	Strain used for protein expression
	Novagen

	BTH101
	BACTH Δcya strain
	Euromedex

	RMC0101
	pTS1 in DH5α
	(O’Connell et al., 1993)

	RMC0109
	pCN55 in XL1-Blue: CarbR
	(Charpentier et al., 2004)

	RMC0114
	pGEX-2TK in DH5α: CarbR
	Pharmacia

	RMC0127
	pKT25 in XL1 Blue: KanR
	(Karimova et al., 2001)

	RMC0128
	pKNT25 in XL1 Blue: KanR 
	(Karimova et al., 2005)

	RMC0129
	pUT18 in XL1 Blue: CarbR
	(Karimova et al., 2001)

	RMC0130
	pUT18C in XL1 Blue: CarbR
	(Karimova et al., 2001)

	RMC0138
	pRMC2 in XL1 Blue: CarbR
	(Corrigan et al., 2009)

	RMC0147
	pET28b in XL1-Blue: KanR
	Novagen

	RMC0172
	pVL847-relSau in T7IQ: MBP-His-Rel fusion: GnR, CamR
	(Corrigan et al., 2015)

	RMC1453
	pVL791-ybeY in T7IQ: CarbR, CamR
	(Corrigan et al., 2015)

	RMC0397
	pET28b-era in XL1-Blue: KanR
	This study

	RMC0482
	pTS1-Δera in XL1-Blue: CarbR
	This study

	RMC0531
	pCN55iTET in XL1-Blue: iTET promoter in pCN55; CarbR
	This study

	RMC0533
	pCN55iTET-era in XL1-Blue: CarbR
	This study

	RMC0935
	pCN55iTET-cshA in XL1-Blue: CarbR
	This study

	RMC0693
	pKT25-relSau in DH5α: T25 fused to the N-terminus of relSau: KanR
	This study

	RMC0694
	pKNT25-relSau in DH5α: T25 fused to the C-terminus of relSau: KanR
	This study

	RMC0697
	pKT25-relP in DH5α: T25 fused to the N-terminus of relP: KanR
	This study

	RMC0698
	pKNT25-relP in DH5α: T25 fused to the C-terminus of relP: KanR
	This study

	RMC0701
	pKT25-relQ in DH5α: T25 fused to the N-terminus of relQ: KanR
	This study

	RMC0702
	pKNT25-relQ in DH5α: T25 fused to the C-terminus of relQ: KanR
	This study

	RMC0744
	pKNT25-HD aa41-187 of RelSau in DH5α: KanR
	This study

	RMC0748
	pKNT25-SYN aa247-357 of RelSau in DH5α: KanR
	This study

	RMC0752
	pKNT25-TGS aa402-461 of RelSau in DH5α: KanR
	This study

	RMC0756
	pKNT25-ACT aa657-735 of RelSau in DH5α: KanR
	This study

	RMC0817
	pUT18C-era in BTH101: CarbR
	This study

	RMC0821
	pUT18-era in BTH101: CarbR
	This study

	RMC0825
	pKNT25-era in BTH101: KanR
	This study

	RMC0829
	pKT25-era in BTH101: KanR
	This study

	RMC0910
	pUT18C-cshA in XL1-Blue: T18 fused to the N-terminus of cshA: CarbR
	This study

	RMC0911
	pUT18-cshA in XL1-Blue: T18 fused to the C-terminus of cshA: CarbR
	This study

	RMC1260
	pUT18C-ybeZ in XL1-Blue: T18 fused to the N-terminus of ybeZ; CarbR
	This study

	RMC1201
	pUT18C-ybeY in XL1-Blue: T18 fused to the N-terminus of ybeY: CarbR
	This study

	RMC1202
	pUT18C-dgkA in XL1-Blue: T18 fused to the N-terminus of dgkA: CarbR
	This study

	RMC1203
	pUT18C-recO in XL1-Blue: T18 fused to the N-terminus of recO: CarbR
	This study

	RMC1204
	pUT18C-cdd in XL1-Blue: T18 fused to the N-terminus of cdd: CarbR
	This study

	RMC0909
	pGEX-2TK–cshA in XL1-Blue: CarbR
	This study

	RMC1445
	pGEX-2TK–era in XL1-Blue: CarbR
	This study

	RMC0945
	pAP118 in DH5α: CamR
	[29]

	RMC0946
	pAF256 in DH5α: plasmid contains HupA fused to SB: CamR
	[29]

	RMC0947
	pAF257 in DH5α: plasmid contains HupA fused to LB: CamR
	[29]

	RMC1098
	pAP118-erasb-eralb in XL1-Blue: CamR
	This study

	RMC1099
	pAP118-erasb-cshAlb in XL1-Blue: CamR
	This study

	RMC1101
	pAF257-eralb in XL1-Blue: CamR
	This study

	RMC1102
	pAF257-cshAlb in XL1-Blue: CamR
	This study

	RMC1139
	pAF257-relSau lb in XL1-Blue: CamR
	This study

	RMC1156
	pAP118-erasb-cshA 383-506lb in XL1-Blue: CamR
	This study

	RMC1157
	pAP118-erasb-cshA 1-382lb in XL1-Blue: CamR
	This study

	RMC1158
	pAF257-cshA 383-506lb in XL1-Blue: CamR
	This study

	RMC1159
	pAF257-cshA 1-382lb in XL1-Blue: CamR
	This study

	RMC1160
	pAP118-erasb-ybeZlb in XL1-Blue: CamR
	This study

	RMC1161
	pAP118-erasb-ybeYlb in XL1-Blue: CamR
	This study

	RMC1162
	pAP118-erasb-dgkAlb in XL1-Blue: CamR
	This study

	RMC1163
	pAP118-erasb-cddlb in XL1-Blue: CamR
	This study

	RMC1164
	pAP118-erasb-recOlb in XL1-Blue: CamR
	This study

	RMC1165
	pAF257-ybeZlb in XL1-Blue: CamR
	This study

	RMC1166
	pAF257-ybeYlb in XL1-Blue: CamR
	This study

	RMC1167
	pAF257-dgkAlb in XL1-Blue: CamR
	This study

	RMC1168
	pAF257-cddlb in XL1-Blue: CamR
	This study

	RMC1169
	pAF257-recOlb in XL1-Blue: CamR
	This study

	RMC1221
	pAP118-era 1-180sb- cshAlb in XL1-Blue: CamR
	This study

	RMC1222
	pAF256-era 1-180sb in XL1-Blue: CamR
	This study

	RMC1236
	pAF257-cshA 1-221lb in XL1-Blue: CamR
	This study

	RMC1244
	pAP118-erasb-cshA 1-221lb in XL1-Blue: CamR
	This study

	RMC1272
	pAF257-cshA 222-382lb in XL1-Blue: CamR
	This study

	RMC1287
	pAP118-erasb-cshA 222-382lb in XL1-Blue: CamR
	This study

	RMC1444
	pAP118-cshAsb-eralb in XL1-Blue: CamR
	This study

	RMC1443
	pAP118-relSau sb-eralb in XL1-Blue: CamR
	This study

	RMC1454
	pAP118-erasb-relSau lb in XL1-Blue: CamR
	This study

	RMC1455
	pAP118-cshAsb-relSau lb in XL1-Blue: CamR
	This study

	RMC1143
	pAP118-relSau sb-cshAlb in XL1-Blue: CamR
	This study

	RMC1456
	pAF256-cshAsb in XL1-Blue: CamR
	This study

	RMC1138
	pAF256-relSau sb in XL1-Blue: CamR
	This study

	RMC1259
	pAF256-erasb in XL1-Blue: CamR
	This study

	RMC1543
	pAP118-era 1-180sb- relSau lb in XL1-Blue: CamR
	This study

	
	

	

	
	Staphylococcus aureus strains
	

	SEJ1
	RN4220 Δspa; protein A negative derivative of RN4220
	(Gründling et al., 2007)

	LAC*
	Erm sensitive CA-MRSA LAC strain 
	(Boles et al., 2010)

	NE565
	USA300 strain JE2 with transposon insertion in cshA: ErmR
	[23]

	RMC0358
	LAC* ΔrsgA: ErmR
	[22]

	RMC0447
	RN4220 pTET: TetR
	(Boles et al., 2010)

	RMC0552
	RN4220Δspa Δera pCN55iTET-era: TetR, SpecR
	This study

	RMC0562
	LAC* pCN55iTET: SpecR
	This study

	RMC0650
	LAC* Δera: TetR
	This study

	RMC0813
	LAC* Δera pCN55iTET: TetR, SpecR 
	This study

	RMC0814
	LAC* Δera pCN55iTET-era: TetR, SpecR
	This study

	RMC0908
	LAC* ΔcshA: ErmR
	This study

	RMC1030
	LAC* ΔcshA pCN55iTET: ErmR, SpecR
	This study

	RMC1031
	LAC* ΔcshA pCN55iTET-era: ErmR, SpecR
	This study

	RMC1032
	LAC* ΔcshA pCN55iTET-cshA: ErmR, SpecR
	This study

	RMC1033
	LAC* ΔcshA Δera: ErmR TetR
	This study

	RMC1034
	LAC* Δera pCN55iTET-cshA: TetR, SpecR
	This study

	RMC0890
	LAC* ΔrsgA pCN55iTET: ErmR, SpecR
	This study

	RMC0891
	LAC* ΔrsgA pCN55iTET-era: ErmR, SpecR
	This study

	RMC1565
	LAC* ΔcshA Δera pCN55iTET-era: ErmR TetR, SpecR
	This study

	RMC1562
	LAC* ΔrsgA pCN55iTET-rsgA: ErmR, SpecR
	This study

	RMC1563
	LAC* Δera pCN55iTET-rsgA: TetR, SpecR
	This study

	
	
	


Antibiotics were used at the following concentrations - for E. coli cultures: carbenicillin (CarbR) 50-150 μg/ml; kanamycin (KanR) 30 μg/ml; chloramphenicol (CamR) 20 μg/ml, gentamicin (GnR) 20 μg/ml. For S. aureus cultures: erythromycin (ErmR) 10 μg/ml; chloramphenicol (CamR) 7.5 to 10 μg/ml; spectinomycin (SpecR) 250 μg/ml; tetracycline (TetR) 2 μg/ml. IPTG was used at 1 mM and anhydrotetracycline (Atet) at 100 ng/ml.
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