
Oscillatoria 
Korarchaeon 
Sulfolobus 
Pyrodictium 
Caldiarchaeum 
Bathyarchaea 
Nitrososphaera 
Halococcus 
Aciduliprofondum 
Methanopyrus 
Methanocaldococcus 
Pyrococcus 
MSBL 
Nanoarchaeum 
Thorarchaea 
Lokiarchaeon_1 
Lokiarchaeon_2 
Lokiarchaeon_3 
Cyberlindnera 
Conidiolobus 
Kluveromyces 
Saccharomycetaceas 
Saccharomyces 
Rhizopus 
Dictyostelium 
Homo 
Entamoeba 
Palpitomonas 
Homo 
Arabidopsis 
Palpitomonas 

R
ia

 
E

F2
 

S15 Fig – Alignment of insertion C3 of the Loki 3 EF2 protein.  
Alignment of the region corresponding to the C3 insertion (located in positions 373 to 406 of the Loki 3 
EF2 protein) with archaeal and eukaryotic EF2 sequences and eukaryotic Ria sequences (EF2 paralog). 
Organisms’ names corresponding to Bacteria, Lokiarchaea/Thorarchaea, Archaea, and Eukarya are 
respectively indicated in red, brown, green, and blue. 


