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S15 Fig — Alignment of insertion C3 of the Loki 3 EF2 protein.

Alignment of the region corresponding to the C3 insertion (located in positions 373 to 406 of the Loki 3
EF?2 protein) with archaeal and eukaryotic EF2 sequences and eukaryotic Ria sequences (EF2 paralog).
Organisms’ names corresponding to Bacteria, Lokiarchaea/Thorarchaea, Archaea, and Eukarya are
respectively indicated in red, brown, green, and blue.
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